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Figure 1 A timeline showing the use of antibacterial agents in the

treatment of gonorrhea[lowzo] and the resistance of N. gonorrhoeae
. [11729,30,34~37,60,68]

against them
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Table 1 The resistance mechanisms of N. gonorrhoeae against common antibacterial agents
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Advances in research on the resistance mechanism of
Neisseria gonorrhoeae

ZHANG LuLu, LI YaMei & PENG JunPing

NHC Key Laboratory of Systems Biology of Pathogens, Institute of Pathogen Biology, Chinese Academy of Medical Sciences & Peking Union Medical

College, Beijing 100176, China

Gonorrhea is a sexually transmitted disease caused by Neisseria gonorrhoeae infection. Its prevalence and spread have become a
huge burden on global public health. Antimicrobial therapy is currently the main method for the prevention and treatment of
gonorrhea. However, with the widespread use of antibacterial agents in clinical practice, the resistance of N. gonorrhoeae has become
an increasingly serious problem. Exploration of the resistance mechanism of N. gonorrhoeae is essential for improving its resistance
monitoring system and adjusting the antimicrobial treatment regimens. We reviewed the recent advances in research on the resistance
mechanism of N. gonorrhoeae, aiming to provide reference for the prevention and treatment of gonorrhea in China.
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