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Abstract: Genetic diversity can reveal genetic variation of the large yellow croaker (Larimichthys crocea) , and is an im-

portant indicator to evaluate the evolution and adaptation ability of the species. Up to date,

related studies (such as mor-

phology, isoenzyme and DNA molecular markers etc.) on the genetic diversity of the large yellow croaker indicated a rela-

tively lower genetic diversity at the population level and there were no obvious genetic differentiation among populations. The

aim of this review is to present an update of the knowledge generated so far on different aspects of the genetic diversity, clas-

sification of populations and germplasm management of large yellow croaker. This information will expand our knowledge and

may contribute to genetic breeding and conservation of the large yellow croaker.
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