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Crop plant architecture, which mainly consists of plant height, tiller number, tiller angle, and panicle morphology, is an important
agronomic trait that determines grain yields. The domestication or improvement of plant architecture has largely contributed to
enhancing grain yield potential. The elucidation of the molecular regulatory networks underlying plant architecture will pave the way
for the molecular design breeding of crops. In this article, we focus on latest progress in exploring the mechanisms that control crop
plant architecture, and its contribution to grain yields. We also propose the future trend in the field of plant architecture improvement,
and provide strategies for breaking the bottlenecks of crop yields in China towards 2035.
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