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2 SSR
/bp (AP008208)
RM57809 5'-GCTGCTGCATCTTCTACTGC-3’ 5'-G ACGCACATGCCTAAGCCTA-3’ 5453190
RMANI139? 5'-CAACAAGGGCATCCTCGTA-3' 5'-ATCTGCATGACTTCTTAGTCA-3' 5866565
RMAN7 5'.GTACCTCATCATAGCTGGAC-3' 5'.CCGTATCTCTCTAATCTTCTC-3' 6006136
RMANS54% 5.CGTGGCGAACACCAACCTC-3' 5.GCTGTTTCTCTGTACGCATG-3' 6187468
RM4702" 5-CATGTGAAAGAAAATGATATG-3' 5-CTAATCAAACTGATGAGCAC-3' 6219041
RMANS19 5-ACTGAAAGTGGTCTGTTAGC-3' 5-TCTTACCAAAGCCGTGTGTC-3' 6237401
RMAN43Y 5'-GCTTGAGCTTCGTATAGGTG-3' 5'-CTCCAGGTGATCAGAGATTC-3' 6320934
RMAN42Y 5'-CACTCATGTACCAAGAACTC-3' 5'-TCAAGAGTTAAGGATTCGATC-3’ 6398468
RMAN20Y? 5'-CATGACTAATTGCGTATTAGC-3' 5'-AAACAACCGAACGGTGTGTT-3’ 6444884
RNAM2Y® 5'-GCAAGGAGACAACTCCTCC-3" 5'-GATTAGATCTATACATGCATCG-3' 6503477
3659 5.TCCAAGAGTTTCAGCACAGC-3' 5-TGATGTTGCTGTAGGCTCTG-3' 6709997
RMANSY? 5'-GTGCATGGTGTGTACACTAG-3’ 5'-CAACAAATGGTATATTCCAACG-3' 6780044
a) S-1  IR36 :b) BAR-68
DI B/ bp R SAN1 AR tmss. S-1
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150 www.scichina.com



51 2 2006 1 4% % b &
thermo-sensitive genic male-sterile gene in rice with molecular 8 s N . S-1
markers. Theor Appl Genet, 1995, 91: 1111~1114 , 1999, 14(3): 1~3
Yamagushi Y, Ikeda R, Hirasawa H, et al. Linkage analysis of the 9 Diatochenko L, Lau Y F, Campbell A P, et al. Suppression Sub-
thermo-sensitive genic male sterility gene tms2 in rice (Oryza sa- tractive Hybridization: A method for generating differentially
tiva L). Breed Sci, 1997, 47: 371~377 regulated or tissue-specific cDNA probes and libraries. Proc Natl
Subudhi P K, Borkakati R K, Virmani S S, et al. Molecular map- Acad Sci USA, 1996, 93(12): 6025~6030[DOI]
ping of a thermo-sensitive genetic male sterility gene in rice using 10 ’ ’ ’ <DNA
bulked segregant analysis. Genome, 1997, 40: 188~194
Dong N V, Subudhi P K, Luong P N, et al. Molecular mapping of cDNA. > 1999, 44(17): 1842~1846
a rice gene conditioning thermo-sensitive genic male sterility us- 1T McCouch S R, Kochert G, Yu Z H, et al. Molecular mapping of
ing AFLP, RFLP and SSR techniques. Theor Appl Genet, 2000, rice chromosomes. Theor Appl Genet, 1988, 76: 815~829[DOL]
100: 727~734[DOI] 12 Akaji H, Yokozeki Y, Inagaki A, et al. Micron, a microsatel-
Wang Y G, Xing Q H, Deng Q Y, et al. Fine mapping of the rice lite-targeting transposable element in the rice genome. Mol Genet
thermo-sensitive genic male-sterile gene tms5. Theor Appl Genet, Genomics, 2001, 266(3): 471~480[DOI]
2003, 107(5): 917-921[DOI] 13 Xu S B, Tao Y F, Yang Z Q, et al. A simple and rapid methods
Lee D S, Chen L J, Suh H S. Genetic characterization and fine used for silver staining and gel preservation. Hereditas, 2002, 24:
mapping of a novel thermo-sensitive genic male-sterile gene tms6 335336
in rice (Oryza sativa L). Theor Appl Genet, 2005, 111(7): 14 Zhang Q F, Shen B Z, Dai X K, et al. Using bulked extremes and

1271~1277[DOI]

Koh HJ, Son Y H, Heu M H, et al. Molecular mapping of a new
genic male-sterility gene causing chalky endosperm in rice (Oryza
sativa L). Euphytica, 1999, 106: 57~62[DOI]

www.scichina.com

recessive classes to map genes for photoperiod-sensitive genic
sterility in rice. Proc Natl Acad Sci USA, 1994, 91: 8675~8679

(2005-09-13 ,2005-12-12 )

151


http://dx.doi.org/10.1007/s001220051345
http://dx.doi.org/10.1007/s00122-003-1327-8
http://dx.doi.org/10.1007/s00122-005-0044-x
http://dx.doi.org/10.1023/A:1003575016035
http://dx.doi.org/10.1073/pnas.93.12.6025
http://dx.doi.org/10.1007/BF00273666
http://dx.doi.org/10.1007/s004380100563

	用EST和SSR标记定位水稻温敏不育基因tms5 
	姜大刚①*  卢 森①*  周 海①  武小金②  庄楚雄①†  刘耀光①  梅曼彤① 
	关键词  水稻  安农S-1  温敏不育基因  tms5  精细定位  



