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Table 1 Meteorological parameters and concentration of particulate matter and gaseous pollutants

Gz SRAEH Os MEE T AHXTREE PMes PM,o SO; NO., =S mafsd  CO

No. Sampling time /(pg+m *) /C  RH/% /(ugem ™) /(pgem®) /(pgem®) /(ugem*) AQI /(mg+m*)
S1 2020-09-09 24 24 75 33 63 8 58 57 0.9

S2 2020-07-20 43 21 82 19 31 5 24 31 0.6
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F2 2020-08-01 60 24 99 6 16 5 20 10 0.4
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Fig.3 Distribution map of the relative abundance under different weather conditions
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Characteristics of Bacterial Aerosol Community Structure
and Health Risks in Heavy Fog in Qingdao

Zhang Ting', Wang Taiheng', Qi Jianhua®, Li Xianguo', Zhang Dahai'
(1. College of Chemistry and Chemical Engineering, Ocean University of China, Qingdao 266100, China; 2. The Key Labo-
ratory of Marine Environment and Ecology, Ministry of Education, Ocean University of China, Qingdao 266100, China)

Abstract: The health risk effects of bicaerosols under different weather conditions have received in-
creasing attention, The characteristics of bioaerosols in haze have been extensively studied, but reports
on foggy days are relatively rare. The foggy and sunny bioaerosol samples were collected from July to
September 2020, and high-throughput sequencing and BugBase gene function prediction were used to e-
valuate the characteristics of the foggy bacterial community and potential health risks. The results
showed that the OTUs, species diversity and richness in foggy days were lower than those in sunny
days, and the complexity of kinship within the group was greater than in sunny days. Ralstonia ,» Brevi-
bacterium , Propionibacterium and Brevundomonas are the dominant bacterias in foggy weather. The
microbes in foggy days are almost native, and they are almost the same as the bacterial genera in sunny
days, but there are some differences in relative abundance. There was little difference between Gram-
negative bacteria (85%) and Gram-positive bacteria (13%) in the two samples, and the relative abun-
dance of potentially pathogenic bacteria was higher in foggy days (73.42%) than that in sunny days (59.
95%). Six human-infectious microorganisms were detected in both weathers: Corynebacterium , Serra-
tia s Staphylococcus, Neisseria, Acinetobacter and Morganella. The total relative abundance of foggy
days is 6.51% , and that of sunny days is 4.42%. Among them, the relative abundance of Corynebacteri-
um , Serratia, and Staphylococcus was not much different under the two weathers. Neisseria has a
higher content on sunny days, Acinetobacter and Morganella have higher relative abundance on foggy
days. Comprehensive gene prediction results and potential pathogen analysis, foggy weather pathogenic
and infectious bacteria are more abundant, and health risks are higher.

Key words: fog; bioaerosol; community structure; BugBase; health risk

REHRE K X



