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Latest advances on the studies of function and
evolution of bitter taste receptor gene (T2R) family

HU LingLing & SHI Peng

State Key Laboratory of Genetic Resources and Evolution, Kunming Institute of Zoology, Chinese Academy of Sciences,
Kunming 650223, China

The perception of bitter taste, as a defensive mechanism against ingestion of toxins, plays a very
vital role in animal’s life because it can help animals avoid intake of poisonous substances. The
ability of bitter taste detecting is extremely differential among vertebrates, which may mainly be due
to their diverse living environment and dissimilar food preference. The bitter taste perception is
initially mediated by the interaction between bitter tastants and their receptors. Thus, the studies of
bitter taste genes (T2R) provide us an opportunity to understand the molecular basis of bitter taste
perception. More recently, more and more ligands of bitter taste receptors were described in vitro
functional assays. On the other hand, with the available of many vertebrate genome sequences, the
study on the evolution of bitter taste receptor gene has got great progress. Studying evolutionary
force can trace the change patterns of the function of bitter taste receptors in different species
which can help us find more ligands of bitter taste receptors. In this review, we focus on the latest
advances on the function and evolution of T2R gene family in vertebrates. Then, we propose some
visions on the future studies of T2R gene family.

T2R, ligand, Function, Evolution, selection

doi: 10.1360/972009-1142

. s Cell, Nat Immunol, Curr Opin
Immunol, Blood, Mol Cell Biol,Cell Death Different, J Immunol, J Biol Chem 20
Science . 2 1

s H

3 E-mail: fanz@moon.ibp.ac.cn, Tel: 010-64888457.

2482



