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1 ,PCR 1%
Tab.1 Species desig@ion, saple ro , geogrgphic orign, GerBank , A,BI 3730
accesson o  Odontobutis and outgroup
128
GrBark
J ic oric e 14 dugd1 1!
Soecies name Sanrple No. Gogrgphic orign - GarBank accesson
GerBank
ML DQ250639 .
O. sinendis ( Bleatris)
( Oxyelectris) (Butis) ( Ophio-
zP DQ250629
. cara) 12S rRNA , ,
O. snersis
MEGA3. 111 ,
HFL DQ250630 i
, , , / MEGA3 p-digance
O. haifengersis
NJ (Neighbor joining) ME
HF2 DQ250631 . . ) .
, _ o (Minimum evolution)  MP (Maximum parsinony)
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UPGVIA (Unweighted pair-group method using arithmetic
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457 —498 580 —621 41bp
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Ooders 2.2 12S1 RNA
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p-didance
B. butis unknown AF265382
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32 72 10 mn 0.066 —0.133( 2)
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2 12Sr RNA p-digance
Tab. 2 Intergecific p-digance’ s gendtic digances in the genus Odontobutis based on the 12S rRNA gene partid sequences
1 2 4 5 6
1 O. snersis
2 O. haifengersis 0.102 —0. 107
30. yauenss 0.125—0.133 0.115—0.124
4 O. potamophila 0.110—0. 113 0.098 —0. 099 0. 066 —0. 082
5 O. obscura 0.115—0.118 0.104 —0.107 0.121 —0.131 0.118 —0.121
6 O. hikimus 0.110 —0. 116 0. 098 —0. 099 0.111—0.121 0.108 0. 058 —0. 064
2.3 ME 1) ,
p-digtance , NJ ME MP 100,
UPGVA ( , 100 %
75| O.yaluensis. DD2
1001 0.yaluensis ZH
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" 100 { 0.obscura KG
m 100 0.o0bscura KN
—1()0_[—— O.haifengensis. HF2
100 O.haifengensis HF |
100 O.potamophila. YT
100 * O.potamophila.FH
[ O.sinensis.ZP
IOOL O.sinensis ML
100 [ Eleotris oxycephala RA
Eleotris melanosoma
Butis butis
(; l Ophiocara porocephala
91 Oxyeleotris marmorata.DG
—_—
0.02
1 12S rRNA ME
Hg 1 The mnmunrewlution tree of Odontobutis fishes based on 12S rRNA gene partia sequences
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C
wata ,
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50 %, )
0.115—0. 118 ,
0. 066 —0. 133 , 0. 3.2
hikimius (0.058 —0.064) , Ska 1M
(0.079) , ,
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, 500 ,
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O. hikimius
2 ( H. Sokai )
Fg 2 Digributiondf Odortobutis(Fom Wu, H.-L. , H. Sekai , e a.)
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, 2 %/ Mar
4.9-6.5
Sokai [
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1.230, 5—6 ,
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MOL ECUL AR PHYLOGENY OF THE GENUS ODONTOBUTIS BASED UPON PARTIAL
SEQUENCES OF MITOCHONDRIAL 12Sr RNA GENES

REN Gang'’ ? and ZHANG Qun'
(1. Ingitute & Hydrobidogy, Jinan University, Guangzhou 510632; 2. Cdlege o Life Sdence, Shaoxing University, Shaoxing  312000)

Abdgract : The Odontobutis are v ualle sl freshweter fishes redricted to the Eag Ada, but their ecific vdidties and phy-
logeny has been controversd for a long time. To determine interspecific relationships and evolution of the genus Odontobutis ,
parttid sequences of mitochondrid 12S rRNA genes of dl putaive secies o Chinese Odontobutis fishes (O. snersis,
O. haifengenss, O. yaluensis, and O. potamophila) were sequenced and subjected to phylogenetic andlys swith the incluson
o two Japanese goecies (O. obscura and O. hikimius) and available taxa from Heotridae oltai ned from GenBank. The resul-
tant mitochondrial DNA sequence were 690bp longwith 34 indd s, of which 258 steswere variable and 201 Steswere pars mony-
irformetive , and average trandtion/ transvergon retio was 3. 0, suggeding that 12S rRNA gene was a suitable nmolecular marker to
be used in gudying the intergecies reationships within Odontobutis gpecies. The genus Odontobutis formed a nonophyletic
group with 100 % hootgrgp support , and p-disance nodel-based painwise genetic di stances within each putative pecies ranged
from 0.000-0.024 , and those anpng the Sx Odontobutis goecies were between 0. 058 to 0. 133, which agree with WU’ s taxo-
nomic treatment of the genus, i.e. ,tha O. obscuraand O. snenss were different species, and there were 4 speciesdf Odon-
tobutis in China. In phylogenetic tree , while O. haifengensis and O. potamophila were closaly rdlated , and O. hikimiusis 9der
gouwp , and the phylogenetic rdationships anong the remaining taxa of the genuswere not well reolved. As Chinese Ondontobuti s
had not been sampled extendvely and intendvely in the present gudy , whether there are new Odontobutis gpeciesor ot yet to be
further gudied. Chinese ecies and Jgpanese taxa of the genus Odontobutis were not resolved as nonophylogentic group respec
tively , it is deduced that the comnon ancegors of the genus Odontobutis might be widdly digributed in China, Korea peninsula
and Japan, diverged from4.9 to 6.5 million years B. P. in midde Hiocene, and their phylogenetic process might be explained
by vicariant hypothess.

Key words: Odontobutis; Mitochondriad 12S ribosome RNA gene; Molecular phylogeny ; biogeogrgphy



