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Identification of bat species at Korla Airport based on DNA barcoding

CHEN Xi, DING Peng, GAO Weizheng, LIANG Qianru, SHI Lei
(College of Animal Science, Xinjiang Agricultural University, Urumqi 830052, Xinjiang, China)

Abstract: With the development of the aviation industry, conflict between humans and wildlife has become increas-
ingly frequent as a result of aircraft strikes. Studies on the diversity of bird communities around airports play an important
role in bird strike prevention work. As the only mammals in the world capable of true flight, bats pose a serious safety haz-
ard to aircraft traveling at night. However, because of bats’ relatively small size, intact bodies are often difficult to obtain
after a strike; most remains consist of blood and hair, which makes it difficult to identify the bats to species. In this study,
a bat sample collected from the bird netting ai Korla Airport. We analyzed the remains of bats obtained from Korla Airport
using DNA barcoding and genetic distance analysis. We found that the genetic distance between the Korla sample popula-
tion and members of the genus Eptesicus was 0. 031 - 0. 092. The species with the greatest genetic distance from the Kor-
la sample population was Epresicus diminutus (0.092) , and the species with the smallest genetic distance was Eptesicus
serotinus (0. 031). The barcoding analysis, combined with morphological analysis and dissection, proved that the individ-
ual’ s gonads had not yet developed, and confirmed that the Korla Airport net hanging bat was Eptesicus serotinus. This
study provides a methodological basis for the identification of species found at airports after aircraft strikes. After the spe-

cies are identified, understanding the characteristics of their life history is beneficial for the precise implementation of ani-

WoR BB 2023-11-23 &0 H I . 2024-02-06 Bz HIW: 2024-04-08

YEH A Wi (1996-), 55, Wb A, W HF 5284 2554 P58 . E-mail: 290162463@qq. com

SRR A BEE(1973-) Wi, 8, 8N S i By i AR U B G T AR S B IR ORI R B4 D T T AE . E-mail: shileixj@126. com
FEETH RS S & A S B E (2520HXKT1)

SRR 2 PRI, TG, o, 5 R T DNA ZOE I H R S R PL A B @ b [ 7], A BEIR, 2024, 46(2) : 203-209.
Chen X, Ding P, Gao W Z, et al. Identification of bat species at Korla Airport based on DNA barcoding [J]. Biotic Resources, 2024,
46(2) : 203-209.




< 204 - PRI 25 3T DNA ST 50 358 IR B HILI7 1) 85t 05 490 o

mal strike prevention at airports, thereby minimizing airport losses.

Key words: DNA barcoding; bat strike; phylogenetic tree
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Fig. 1 Dorsal and ventral view of Eptesicus serotinus specimen collected from Korla Airport
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Table 1 Comparison of morphological data between Korla and other similar species of the genus Epfesicus

mm

KARME N Eptesicus serotinus

U FER A Schreber) KERFE Y Eptesicus nasutus) ARG (Eptesicus guineensis)
R K (FL) 29.07 51.60 - 42.20
JAE(SVL) 4260 70~80 40~51 -

HK(EL) 11.16 19.40 37 15.0

K (TL) 29.70 52~58 42~46 45.0
Ja K (HL) 10.45 10~18 8 7.0

fiii 42 (CL) 21.27 =20
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Fig. 2 Bayesian phylogenetic tree of bat species
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Appendix  List of reference sequence information

Y4 S GenBank J7 51 % 55
Bl R AE 7 ey L B 5 1 il MK332117
IEME R 3] B KR SE R L B0 4 DL R AR Lt 4 RIS A MK332116
(Eptesicus ulapesensis) By KR 42 2 fr i 30T 327 3% 04 1 km 4b MK332115
B AR AE 437 L BRI A DL R T 0 ) LR B A MK332114
K BAEIR (Eptesicus hottentotus) HEVHAL AY 495466
7 & KRR (Eptesicus diminutus) ZN BB I R AY495465
FM KRR (Eptesicus fuscus) Carnegie Museum of Natural History AF 326092
F N R ERUE (Eptesicus fuscus) 7G5 JE AN MF 143474
KEEUGE (Eptesicus serotinus) T W HM561626
I BRI 5 (Chalinolobus gouldii) ) I AY495461
8 8 W8 (Chalinolobus morio) AT AY495463
B9 b 05 (Chalinolobus poensis) SR AY 495470
7% €0, 5 385 Wi 883 (Chalinolobus beatrix) ISR B 3= 2L AY495469
K&K (Glauconycteris argentatus) WEREW AY495468
R BEJCBE IS (Plecotus gobiensis) 5 [, RE BT R 28 48 B EE LA MW 367747
JEIREFEA 16SBF1 L BN R B AL PP716531
JEREREA 16SBF2 L BN R AR AL PP716532




