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Figure 1 Multi-dimensional analysis of the complex mechanism of TCM in the treatment of cardiovascular and cerebrovascular diseases based on
omics technology. Omics technologies such as genomics, transcriptomics, proteomics and metabonomics were applied to systematically analyze the
mechanism of TCM in the treatment of cardiovascular and cerebrovascular diseases from perspectives of DNA, mRNA, protein and metabolic

molecules
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Traditional Chinese medicine (TCM) has the characteristics of multi-component, multi-target, and multi-level system regulation.
Analyzing the mode of action of the complex system of TCM is one of the core directions of the modernization of TCM. Considering
the heterogeneity, complexity and variability of the diseases, it is necessary to rely on advanced scientific technologies to investigate
the complex mechanism of TCM in the treatment of cardiovascular and cerebrovascular diseases in a systematic and detailed way.
With the development of omics technologies such as transcriptome, proteome, metabolome, and bioinformatics, the analysis of
complex effects of TCM has been systematically and comprehensively expanded to multiple levels such as RNA, protein, and
metabolites, and also extends to single cell microscopic level from the perspective of time and space. Therefore, this paper
systematically summarizes the research progress of the complex mechanism of TCM in the treatment of cardiovascular and
cerebrovascular diseases from the aspects of direct targets, systems biology, bioinformatics, etc., which provides reference for the
research on the complex mechanism of TCM and related research on cardiovascular and cerebrovascular diseases.

Traditional Chinese Medicine, analysis of complex effects, systems biology, bioinformatics, cardiovascular and
cerebrovascular diseases
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