th E P EE RS 2023 4F 10 H 4 45 %5 10 5] Chin ] Antituberc, October 2023, Vol. 45, No. 10

I3 BT X i 5 2 Y IR 5 e HG A 51|
O ORG990 1 AL AT 5 E

FAY A FoE Ima'

GRZEY SRR 2 BRGNS @R AL Y. I 858 B0 B8 ( Mycobacterium. tuberculosis
MTB) FHE45#% 43 BT 18 (non-tuberculous mycobacteria, NTMD J7 -5 S50 75 I AR AR L o B3R B K B4R 2= FRAE
S5 VEME LA DX 43 {ELR 3 PR TS 24 1% DR SR A7 Wb 35 25 5 SO0 VO o s 7 I R AL 78 7 1 b 28 N ) o R A S Pt
B S X P 28 /3 BT 7 . PNB(4-nitrobenzoic acid) 526 T /3 AT AR RT AR 228 FH RS () A 0 1 A 5 1)
SN T s EH TR TR B AR IR L B A RO AR, AE I IR b — BBk iz i T MTB Fil NTM i1y 2850, {5 3L X 43
PIZE AT ROFT B0 3L AT Wi . 35 DN PNB 5256 J7 15 . E A BFIE I 40 BOFT I PNB QG . DL AETE (1)

B 5 JUAN T T AT 234 - LAy 1 ] 3 R o PN it 25 AL L L X 40 MTB 5 NTM R B, D B PNB /)5
ﬁ‘fﬂ?ﬂ it R
[XE1RY  AHILIEH R
[HhE 4551 R378.91

OIMRAT B 25K ARSI

4-nitrobenzoic acid experiment of mycobacteria and research progress on its molecular mechanism of Mycobacterium
differentiation Li Yue', Xia Hui®, Li Machao', Wang Ruibai’ . ' Tuberculosis Department , National Institute
for Communicable Disease Control and Prevention , Chinese Center for Disease Control and Prevention s Beijing 102206 ,
China ; *National Tuberculosis Reference Laboratory s National Center for Tuberculosis Control and Prevention , Chinese
Center for Disease Control and Prevention s Beijing 102206 , China

Corresponding author: Wang Ruibai s Email : wangruibai@icdc. cn

[Abstract] Mycobacterial disease is an important infectious disease threatening human health worldwide. The
diseases caused by Mycobacterium tuberculosis (MTDB) and non-tuberculous mycobacteria (NTM) are very similar in
clinical symptoms, pathological manifestations and imaging features. However, there are inherent differences in the
drug resistance spectrum between these two types of strains, resulting in significant differences in clinical treatment
and management, therefore, rapid and accurate differentiation method is needed. PNB (4-nitrobenzoic acid)
experiment is a selective culture method based on the different susceptibility of mycobacteria to PNB. It is widely
used in clinical practice due to its simplicity, low price, and low technical requirements, but the mechanism involved
in this experiment is unclear. This article reviewed the PNB experimental methods, reported researches on the PNB
metabolic enzymes of mycobacteria and existing problems to provide ideas for elucidating the mechanism of
mycobacteria PNB resistance, the principle of distinguishing MTB from NTM, and the new application value
of PNB.
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fbiB.Rv3131 \Rv3127 , Rv3368¢ . Rv3547 . Rv1558 |
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