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Figure 1 (Color online) Schematic diagram of partially modified nucleic acids.
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Table 1 NGS methods for partially modified nucleic acids
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Figure 2 (Color online) Examples of modified nucleic acid detection
strategies based on chemical reaction enrichment.
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Abstract: Modified nucleic acids play a crucial role in various biological processes, such as regulating gene expression,
controlling RNA stability, and influencing protein translation. A deeper understanding of the regulatory mechanisms of
modified nucleic acids can enhance our knowledge of gene-related diseases and facilitate the development of novel
diagnostic and therapeutic strategies. To explore the functions of these modified nucleic acids, researchers have
developed various detection technologies integrated with high-throughput sequencing. The use of chemical tools for the
localization and qualitative analysis of modified nucleic acids offers significant advantages. This review summarizes the
chemical reaction-driven detection technologies for modified nucleic acids developed in recent years, highlighting the
important role of chemical tools in the biological field.

Keywords: nucleic acid modifications, detection of modifications, chemical reaction-driven, high-throughput
sequencing, chemical biology
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