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Karyotype study of yellow — seed rape landraces ( Brassica rapa L. ) of Tibet China
LI Meng — han', CIREN Bai —zhen’, AN Ke —jie', HE Yan', DAN Ba'"
(1. Agricultural and Animal Husbandry College of Tibet University, Linzhi 860000, China;
2. Agricultural Research Institute of Tibet Academy of Agricultural and
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Abstract: To gain more information of the cytological of Tibetan yellow — seed rape ( Brassica rapa L. ), 8
yellow — seed rape landraces from Tibet China were selected and performed by tabletting observation based on kary-
otypic parameters. Results showed that each material had 20 chromosomes composed by median region chromo-
somes (m) and sub — median region chromosomes (sm) with a pair of satellites. Their karyotype belonged to 2A
type. Their chromosome morphology was different. The differences included Lt/St (1.60 —1.91) (with average
arm ratio of 1.33 —=1.52) and asymmetry index from 56.08% to 58.85% . According to karyotype dissymmetry co-
efficient, their evolution degree showed that Taba Monastery yellow — seed was the highest, and Xialu Monastery
yellow — seed was the lowest. 8 landraces could be divided into 3 groups by karyotype features. Evolution and clus-
ter analysis results showed that the evolutionary rate of yellow — seed rape landraces from Tibet was slow. These
landraces were still at their original evolutionary stage.
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Table 1 Name and origin of tested materials (landraces)

F R e
Code Landraces Origin
1 FUEE 15 HE T2
Baiju Monastery 1 Jiangzhi, Rikaze
, FE%2 5 T
Baiju Monastery 2 Jiangzhi, Rikaze
\ SOk I B
Gonggasa yellow — seed Qusong, Shannan
) ekt AL T4 B
Zhandui yellow — seed Naidong, Shannan
S O B0 IR AR5 L
Zangga yellow — seed Sangri, Shannan
. Tk (B 5 F £
Kanai yellow — seed Sangri, Shannan
; S e
Xialu Monastery yellow — seed Rikaze
. e et BT AT T

Taba Monastery yellow — seed Mozhugongka, Lasa
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Fig.1 Division cells at prometaphase, karyotype and karyotype pattern of the 8 landraces
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Table 2 Karyotypic parameters of 8 yellow — seed rape landraces

A At Z;{Xﬁff\til"éﬁ( %’E%Wﬁﬁ L %ﬁ]’%th T{ZL@?%
Material Karyotype formula aryoype romosome ean aryotype
asymmetry index/% length ratio arm ratio type
Y
EE#I 7 2n =2x =20 = 14m + 6sm(2SAT) 58.35 1.73 1.45 2A
Baiju Monastery 1
=
EE#Z? 2n=2x =20 =16m +4sm(2SAT) 57.48 1.60 1.44 2A
Baiju Monastery 2
I A 2n =2x =20 =16m +4sm(2SAT) 57.49 1.91 1.46 2A
Gonggasa yellow — seed
A
1 HE T —9% =20 =
Zhandui yellow — seed 2n =2x =20 =16m +4sm(2SAT) 57.03 1.85 1.41 2A
HE Sk 2n =2x =20 =14m + 6sm(2SAT) 57.93 1.75 1.47 2A
Zangga yellow — seed
FTJﬁH‘ 2n =2x =20 =16m(2SAT) +4sm 56.59 1.73 1.38 2A
Kanai yellow — seed
ﬁ = A
. LR 2n =2x =20 =16m(2SAT) +4sm 56.08 1.70 1.33 2A
Xialu Monastery yellow — seed

B EORF 9220 = m(2S

Taba Monastery yellow — seed 2n =2x =20 =14m +6sm(2SAT) 58.85 1.89 1.52 2A
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Fig.2 Scatter diagram of 8 yellow — seed rape landraces based on their degree of karyotype asymmetry
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Fig.3 Dendrogram of cluster analysis of 8 yellow —seed rape landraces
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