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Research progress in breeding of tobacco resistant to bacterial wilt

LIU Yong FAN Jiang LI Yong-ping
Yunnan Academy of Tobacco Agricultural Science Yuxi 653100 China

Abstract: Bacterial wilt ( BW) caused by Ralsionia solanacearum is a major disease in tobacco. Use of resistant varie—
ties against BW is a major economic and efficient measure to control economic lose. Genetic features and molecular
markers related to BW from both domestic and foreign documents were reviewed and analyzed. Specific comparison was
made between resistance germplasm in China and from United States as well as their parents. TI448 A is one of few to—
bacco germplasm showing high resistance to bacterial wilt worldwide with resistance controlled by several additive
genes and contribute the resistance of most flue-eured tobacco varieties in United States. Resistance to BW is consider—
ably susceptible to environmental impact and molecular markers related to resistance of TI448A is far from practical
use. Therefore identification of resistance by reliable method is important in screening germplasm and breeding new re—
sistant varieties. Incomplete resistance identification network and method lack of high resistant elite parents are prob—
lems in breeding flue-cured tobacco cultivars resistant to BW in China.

Keywords: tobacco; bacterial wilt; resistance
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