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Fig.1 Accumulative mortality of larvae caused by bath
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Fig. 2 Phylogenetic tree constructed based on partial 16S rRNA gene sequences of pathogens using the neighbor-joining method
KIGHFE B WP3 VE Ry ALAMih 2 5 355 b Oy B AR 19 45 5% 5 B A8 BB AR 1 B AL 241
AR T R B B RN T 50%

Escherichia coli WP3 is used as an out-group. GenBank sequence accession numbers are given in parentheses. Numbers

at the nodes show the percentage bootstrap values. Nodes without a number are of low bootstrap support (< 50%)
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5X10° cells/mL ¥ J& 9 47 R 52 56 1), B DL %)) 14 52
TR KN 67. 100 BRI J0HE 5 26 75 1 3 19 58 1 D
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REIRBE A O L AW b AR IR V1 3 3
DL 4y A 1y SR FRBE T2 4 I 35 iy T %k B2 L SR WL IR 2 1
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Sl IR AN SO0 B DL 2l A 7 A A Al —
SO 5E DL b, Al TR R R L A . KE-
SARCODI-WATSON et al"™ 3 38 7l £ 98 5 2 1
W aEFE MR 0 Perna canaliculus $R K & ¥ T- )% IR
Wi . LACOSTE et al"** ¥4 75 |6 55 /K 38 K F- ¢ 4L W5
HEDL Crassostrea gigas 2= RILBEFE T 1Y J5L PH I 45
IS IR ) R g o B 2R g RV U A G S DU iR R
B ] . TRl e T A e T R DK A
T SEE MR AR K™Y . GUISANDE et al™ [l
RO X ZB I W AT Venerupis rhomboids FF4TEYL 52
K HE S EUAFAET: . AW 1T Rl 22 9N I AE i il K P
TEAL W5 4 1A HE DU DL K HE B M3 AF Ruditapes de-
cussatus PYFET-HO 2 XS W Gy 1k 5 22 3 9 i
PR, X AT RE S AR & & B A XL AR
L R 3 B DL A R A T AR A R I B B AR G M
B IR RS L A T RIIASE T B4 .

M B 3 2 i 45 R T, B VI E k& A
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iy, LGP32 B Ak 1 i 40 77 4 % 4t w5 B A 75 3 AE
F T Ah 4 Jm 2 B LGP32 T8 B A v
FEHHRF T . LE ROUX et al ¥ LGP32 F# bk
B osm e R RRCSR IS » 22 B A1 7 1 0 4 W5 1) B E AT
JRREAR o X U8B vsm J PRI A7 76 2 Al s SR B 7™ AR B
PEREZRZER . IR JZ26 &F vsm FEH I # GE
0 JRR e R 5 R DL AR 88 P 52 LK A 2, O HL &
A osm FEP B INE BOR 1 B E S T A EAH osm B H
PR ER " A FE 45 3 5 Z AL, B HE T osm JE
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Identification of bacterial infections associated with
larval development of Yesso scallop

LIU Ji-chen'?®, JIN Xiao-jie*', LI Ming®, CHEN Juan',GUO Zong-ming', MA Yue-xin’
(1. Department of Food ,Yantai Nanshan University, Yantai 265713, China; 2. Zhangzidao
Group Co. , Ltd. , Dalian 116001, China; 3. Dalian Ocean University, Key Laboratory of Mariculture
& Stock Enhancement in North China’s Sea s Ministry of Agriculture, Dalian 116023, China)

Abstract: The pathogens causing mortality in Yesso scallop (Patinopecten yessoensisis) larvae in the hatchery
of Zhangzidao Group Co. Ltd. were identified. A high mortality of the Yesso scallop larvae occurred during
the seedling process: the larvae lost their ability to swim, their cilia fell off and their valves closed, they then
sank to the bottom of the nursery pond and died. Vibrio has been reported as the primary pathogen for
massive mortalities of different bivalves both in hatchery and in the field worldwide. Total viable vibrios
counts in moribund larvae were 1. 12 X 10" CFU/g on Tryptone Citrate Bile Sucrose agar plates. Two
dominant strains, named V1 and V2, accounted for 64. 3% and 32. 1% of total vibrios counts respectively.
Blood agar plates were used to measure hemolysis of isolated strains. Strain V1 exhibited beta hemolysis,
while strain V2 exhibited alpha hemolysis. A challenge test showed that the signs of infected larvae were
identical to those of natural moribund larvae., the cumulative mortality caused by strains V1 and V2 was
significantly higher than that of the control (P<C0. 05) and bacteria were re-isolated from the dead larvae.
Strains V1 (GenBank Accession No; KR232924) and V2 (GenBank Accession No; KF232925) shared 99. 9%
and 99. 2% identity with Vibrio splendidus ctt 31/5 and Vibrio tasmaniensis 007, respectively, by 16S rDNA
sequencing. The presence of genes coding for virulence factors was examined by PCR analysis, showing that
strain V1 possessed the extracellular metalloprotease (vsm) gene. Antibiotic susceptibility assays showed that
both strains were sensitive to the rifampicin, florfenicol and sulfafurazole.

Key words: Patinopecten yessoensis larvae; bacterial pathogen; Vibrio splendidus; Vibrio tasmaniensis



