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Abstract: The international Genetically Engineered Machine (iGEM) is a science competition for college students
around the world. The iGEM competition aims to promote synthetic biology. Each team uses basic biological parts and
newly-designed parts to construct biological systems and express them in living cells to perform certain functions. Every
year, many new BioBrick parts are designed. They provide innovation and convenience for the construction of biologi-
cal systems, and reflect the continuous abundance of biological resources. From the perspective of resources, this article
focuses on the development, classification and characteristics of the biological part registry, so as to let more people under-
stand the characteristics of BioBrick parts which can further be used in genetic engineering, thus enriching the biological
part registry.
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Fig. 1 The standardized assembly of BioBrick™
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Fig. 2 Complex BioBrick design drawing
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TelF A Ko
Ja 8 400+
RBS 50+
KIikTF 80+
. ESER B 300+
EREE TN 800+
IR HIT 1000+
DNA 200+
TR R 20+
CREPIM L 14 000+
HHRERE 2 000+
. e e 1000+
R e
LIS 100+
fFof PR 500+
LioRIE S 1000+
e 20 000+
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