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mtD NA COl
1+ 1+ 2 1
) ) )
(1. 361005 ;
2. 361021)
: 4 Scyllaserrata(Forskal ,1775) , S. tranquebarica( Fab-
ricius,1798) , S. olivacea(Herbst ,1796) , S. paramamosai n( Estampador ,1949) Col
, . 4 COl ,

. CGenBank S. paramamosain 0.001 3, S. ser-
rata 0.121 3. S. para-
mamosai n.

:mtDNA COl; ;
P735;Q7 ‘A :0438-0479(2008) 02-0268-06
(Scylla) de Haan 1833 ,
[ Scylla serrata 1
(Forskal) ]. , (1-11 11
12 )
Keenan ™ mtDNA  COl 2005 5 2006 11 |
! ’ ) 13
4 , Scylla serrata (For- (12]
skl ,1775) , S. tranquebarica (Fabricius, [1I3<]eenan
1798) , S. olivacea( Herbst ,1796) |, '
S. paramamosai n ( Estampador ,1949) . NCBI 1.2
GenBank , mtDNA 1.2.1 DNA
' 100 mg , 1.5 mL eppendorf
4 mtDNA , 700UL 2 x CTAB (100 mmol/L
COl 12S 16S 18S Tris HCl ,200 mmol/L EDTA ,1.4 mol/L NaCl ,2%
4 (11 (CTAB) ,0.2%3-
Col [(14-16] 3 pH8.0) 8ML (20 mg/ mL) K,55
Col ) 600M L (Vv :v v =25:24:1)
4 mtDNA COI 2 (v v =24:1) 1
, , - 20 ,-20 2 h. 70 %
100 % , 100u L ,- 20
W 0.8% DNA
DNA
:2007-05-18 1.2.2 PCR
(40376044) , 2

*

:§li @xmu. edu. cn

:COla AGTATAAGCGTCTCCCGA GTC, COIf

CCT GCA GGA GGA GGA GA YCC 1,
.PCR 25 L

Taq
Vivo-tech

2.54L
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10 x buffer ,0.24 mol/L dN TPs,20 ng DNA , (5 4 mtDNA COl 1.
Mmol/L) 1uL 1U Taq . 94 5min 1 4 129
94 30 s,47 30 s,72 60 s, 35 , 129 . 97

; 72 10 min. 2.0% , 32 .
BB , 2, 0.141 3, 55

. 0.006 2, 5
1.2.3 32 Al T,GC ,

PCR Al G, T/C
GenBank. 4 Col 2.2
GenBank: A Y373341, AY373354, NJ 4 ,
A Y373355 ,A Y373351. (Charybdis japoni- mMtDNA ( 2.
ca) , GenBank A Y351869. DNA- , ,
MAN MEGA3.1 4
UPGMA NJ GenBank
, 1 000
3
2
4 Col Genr
2.1 4 COl Bank Col ,
4 col : S. olivacea 537 97.92% 99.81%, COl
bp ,S. paramamosain 633 bp, S. serrata 626 bp, S. . COI AT,GC
tranquebarica539 bp. A G T C 1. 65.55% 34.46% AT GC ;
COl
1 4 mtDNA COl AGTC (8-l NJ 4
Tab.1 Thecontent of A,G,T,Cof mtDNA COIl genefrag Keenan!*”! ,
ment among 4 Scylla species mtDNA . COl
A 6 T ¢ AT oo GenBank EF203942- EF203947 ,
28.75 15.48 36.81 18.96 65.56 34.44 EU274297.
28.12 16.39 34.45 21.04 62.57 37.43
27.12 16.61 39.48 16.79 66.61 33.39 , 4 (3
29.11 15.31 39.13 16.26 68.24 31.76 mtDNA COI ,
2 4 GenBank ( ) ( )

Tab. 2 Genetic distance(below diagonal) and genetic identity (above diagonal) among 4 Scylla species for mtDNA COI

S. p(China) S.o(China) S.s(China) S.t(China) S. o(GenBank) S.p(GemBank) S.s(GenBank) S.t(GenBank)

S. p(China) 0.8431 0. 8809
S. o(China) 0.1732 0.8412
S. s(China) 0.1219 0.1771

S. t(China) 0.0939 0.1534 0.1117
S. o( GenBank) 0.1767 0.0061 0.1771
S. p(GenBank) 0.0031 0.1734 0.1232
S. s( GenBank) 0.1251 0.1803 0.0047
S. t( GenBank) 0.0916 0. 1508 0. 1093

0.8941
0. 8507

0.8790

0.1576
0.0940
0.1145

0.0058

0.8374 0.9943 0.8790 0.9017
0.9792 0.8450 0.8393 0.8544
0.8412 0.8790 0.9981 0. 8847
0.8431 0.8960 0.8771 0.9831

0.8393 0.8393 0. 8469
0.1768 0.8771 0.9036
0. 1803 0.1261 0.8809
0.1551 0.0917 0.1122
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S. paramamosain ATTTTGCCAGCATTTGGTATAATCTCCCACATTGTAAGTC 40
S.serrata @ - - - - - a-------- C-------- t--t-------- g- - - - 40
S. olivacea - - C- - @- - - - - - - s s - s e e - - t--a----------- [ 40
S. tranquebarica @ - - - - - a-------- C------- ct----- t - - - - -=----- 40
S. paramamosain AGGAATCTGGGAAAAAAGAATCATTCGGAACTTTAGGTAT 80
S. serrata -a-------- - - - - - - - - - s - - e e - e e cc-g---- - 80
S. olivacea -a- - - - - A- - @- - === - --- - .- t--a-------- 80
S. tranquebarica —@- - Q- - - - - s s - s e - - s e e e e [ T T 80
S. paramamosain AATCTATGCTATAATGGCTATTGGTATTCTAGGGTTTATT 120
S.serrata @ - - - - - - C- = = = = = = = = = & e o st e e e e e e e e a------ 120
S.olivacea - - - - - - - - - - - - - - - - - - C-=--=-=---- ct-g--a--c¢- - - 120
S. tranquebarica - - - - - - - - - - - - - - - - a-c---a------=-- a-a------ 120
S. paramamosain GTCTGAGCTCATCATATATTTACAGTCGGAATGGATGTTG 160
S.serrata 0 - - - - - - - - - - - - - - C- - - - - - - - --- g--- - - a--c¢6-- - - 160
S.olivacea - - - - - - - - - - - - - - - - - g-------- a--t--a--¢---- 160
S. tranquebarica CE T S T a--- - - a------- 160
S. paramamosain ACACACGAGCCTATTTTACATCAGCAACAATAATCATTGC 200
S. serrata - t- -t - - - - - t- - - - - - - - - - g----------- t- - - - - 200
S. olivacea S SRR t--C =KX\ \R=<-i-O0+%~---- - t----- 200
S. tranquebarica S S [ T t----- 200
S. paramamosain TGTTCCAACAGGAATCAAAATTTTTAGATGACTAAGAACT 240
S.serrata @ - - - - - - C--=-=-=-=--- t-------- C-=-====-=--= t------ 240
S. olivacea - - -C--C--0g--1t-- - - - t----- c 240
S. tranquebarica S o R t - - - - - - - - - e e e e e - c---- - c 240
S. paramamosain CTTCATGGTACACAAATTAATTATAGGCCTTCAATATTAT 280
S. serrata - - C=- - - - - A= = = = = = - s e e e e e e e e e e e e e t--=----- 280
S.olivacea - - - - - - - - g--t----- c--¢c--c--a--¢6----- gc-t - 280
S. tranquebarica --C---@a-a--€------+--+--+---+-----= a-------- gc - - - 280
S. paramamosain GAGCTTTAGGATTTATCTTCTTATTTACTGTTGGGGGTCT 320
S. serrata - g- - - - - - - - - - - t-------- C-------- t----- 320
S. olivacea - - --C- - - - - c---- - t--t----- c---- - a--t----- 320
S. tranquebarica @ - - - - - - - - - - - - - - - - oo - - oo - oo oo o oo a--a----- 320
S. paramamosain TACAGGAGTTGTTTTAGCTAATTCATCAATTGACATTATT 360
S. serrata eI S ¢ B L R N B SR g-------- t------ 360
S. olivacea - - =-C=- - - - - C---C-+-=-=-=--- c----- c--¢Cc--1t----- c 360
S. tranquebarica S I T R R t------ 360
S. paramamosain CTCCACGATACATACTATGTCGTAGCCCATTTCCACTATG 400
S. serrata --t--t--c6c----- t----- [ R R t---- 400
S. olivacea S R B R T t----- t--c¢c-------- c - 400
S. tranquebarica @ - - - - - t - - - - - - - - t- - - - - t- - - - - t- - - - - - - e - e 400
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S. paramamosain TTTTATCTATAGGAGCTGTATTTGGTATTTTTGCTGGTAT 440

S. serrata T I A R L R R R R L A a----- 440
S. olivacea -g- - - - - C- - - - - - - - - - - --- C-------- c--¢C---- - 440
S. tranquebarica E T T T C- - - - - - - --- t---c¢- - 440
S. paramamosain TGCACACTGATTCCCTCTATTTACCGGTTTATCTCTAAAT 480
S.serrata @ - - - - - - t - - - - - - ----- t----- a- - - - - - - - - - - t-- - 480
S. olivacea C--C=- - - - - --- t--a--t----- a---- - g--c¢--1t--- 480
S. tranquebarica - - - - - - t----- t--a--t------«=-«=-“«=--«=-«+-=-- t-- - 480
S. paramamosain CCTAAATGAATAAAAATCCACTTTTTTATTATATTCACAG 520
S.serrata 0 - - - - - - - - - - - - - - - - - t--t----¢6------ g--tg-1t- 520
S.olivacea - - - - - - - - - - - - - - - - - t--t--c-¢c---------- g- - - 520
S. tranquebarica @ - - - - - - - - - - - - - - - - - t--t---ccc-------- t--t- 520
S. paramamosain GTGTAAATATCACCTTCTTTCCC 543
S. serrata -a--g--¢c--t-.---tc----- 542
S. olivacea -a- - - - - - - - t--g9g----- c- - - 543
S. tranquebarica S T t----- t 543
1 4 mtDNA COl

Fig.1 The variation stesof mtDNA COI gene fragment among 4 Scylla species

3 1 . Seréne!? 4
S.paramamosain2
% phramanoudins , Estampador . Stephenson
S.paramamosain1 % Camp be”[3] ,
S.paramamosain3 .
S paramamosaind Scyllaserrata. Estampador Serene
S.p(Genebank)
S.tranquebarica2
4——1; S.tranquebarical |S.t ,
SRi—— Holthuis™! Estampador  Seréne
S.serratal
S.serratad . 6
S.serrata2
S.s(Genebank) Ss !
S.serrata3 [5- 10] ) 4
S.serrata$
S.olivaceal !
%S.o(Gcncbank) 5
S.olivacea2 ’
[11]
P . Ketut Sugama
S.japoni 3 :S. olivacea, S. tran-
e quebarica  S. paramamosian. Klinbunga
UBCA456 ,UBC457 ,YNZ22 3 3
2 COl NJ ,
. ) . . RAPD
Fig.2 NJ clustering of geographically isolated specimens "
. Keenan” mtDNA  COI
from 4 species of mud crabs and an outgroup spe
ciesfor the COl mtDNA gene sequence ' ’ B
4 , S.serrata S.tranquebarica S.
(Scylla) , olivacea S. paramamosain. (23 Estam-

.1949 ,Estampador!™ pador ,
S.serrata S. oceanica S. tranquebarica 3
MtDNA 12SrRNA
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mtDNA
, , mtDNA
[12,24- 25]
4
. (4] (o] Col
GenBank ,
S. paramamosai n.
, 4
" :1)
S. serrata.
, .2) , 4
b 3 L
Keenan S. paramamosain
21 mtDNA COI GenBank
99.43 %, 12. 51 %.
(S. paramamosain Estampar
dor ,1949) .
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Squence Analysis of mtDNA COI Gene and Molecular Phylogeny of
Four Spciesin Scyllafrom the Coast of Southeast China

LIN Qi*" L1 Shao-jing" " ,L| Zhong-bao* \WAN G Gui-zhong*
(1. College of Oceanography and Environmental Science,State Key Laboratory of Marine Environmental Science,
Xiamen Univerdgty ,Xiamen 361005 ,China;
2. Fisheries College Jimel University ,Xiamen 361021 ,China)

Abstract : This paper deals with the sequence analysis of mitochondrial COI gene f ragment and phylogenetic relationship of 4 mud
crabsfrom the coast of southeast China, Scylla serrata (Forskal ,1775) , S. tranquebarica ( Fabricius,1798) , S. olivacea ( Herbst ,
1796) ,S. paramamosain( Estampador ,1949) . The results show that genetic distance of inter-speciesis greater than that of intra- spe-
cies. The genetic distance between dominant species and S. paramamosainis 0.001 3 ,and 0. 121 3 between dominant species and S.
serrata. The results of sequence analysis,genetic distance ,and NJ clustering have proved that the dominant speciesis S. paramamo-

sain.

Key Wor ds: scylla;mtDNA COI ;gene sequence;phylogeny



