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Four new Chinese records of ascomycetes from Dabie
Mountains, central China
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College of Life Sciences, Nanjing Normal University, Nanjing 210023, Jiangsu, China

Abstract: Identification of specimens collected from Dabie Mountains on the basis of
morphological taxonomy method in combination with molecular systematics method has yielded
four ascomycete species new to China, Hypoxylon pulicicidum, H. ticinense, Phialocephala
biguttulata and Rhizodiscina lignyota. These species were described and illustrated based on
Chinese collections. ITS and LSU (or LSU) were selected to analyze the phylogenetic
relationships, and Bayesian inference and maximum likelihood analysis were used to structure
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phylogenetic trees. The taxonomic treatments of the four species were supported and confirmed
by molecular data. Voucher specimens examined are deposited in the Herbarium of Fungi of

Nanjing Normal University (HFNNU).
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JEME, A Ml A TR A b A TR - TR (SO A
2020) S Lt b A EEAAEAS T A B
B, BRGNS KE, fFRE
114°41'-117°35", 4b4h 31°10'-32°30", J& TILiL
FRCHT ok Iz 1 2 XA DX, EL AT AR £ 1 L <A
FRIEHEESE 2017)0 X R 1L Hb A TR TR
THETR A B, AR FEUEAR A A T 4 e TN
R 2m R R F CPEERE) (F
CH 2004, 2013, 2014, 2018, 2020; BoEE
2007, 2013; ZRAKk 2022). [FES, 7£ 2005-2022
ARG O L A M A B R AL FE Y 14 458D
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Samuels 1994)73> 594 ITS Fl LSU (D1-D2)¥
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=wxEE  PEBNCEM K1, B2
Hypoxylon pulicicidum J. Fourn., Polishook &
Bills Figs. 1,2

SRR #E5CH 9 Sordariomycetes 2%
I H Xylariales /¢ [# [ #} Hypoxylaceae %< [ [ J&

5 um 5 um

Hypoxylon,

FROEFAIAR . JA S AN H AR B AR
K 2426 mm, T 22-25 mm, /& 1.52.0 mm, £
TS H A ELLRR e, RSO T
7E 10% KOH ¥ il b i ok sk o, FHERZET
WOk % FRESE R B, FREST N URER
wWEERA, JE 02-04 mm; FRSCHEEIEIER
ST, 5 0.7-1.0 mm, 9% 0.3-0.4 mm, fLIOREE
TR FRERERIR, 2K 172.1-206.0 pm,
THAA TR 53.0-64.7x5.4-6.5 um, T4
WK 85.6-120.2 (147.3) um, 1% [iPALE Melzer

1.5 mm
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1 Z#&&REIE Hypoxylon pulicicidum  A: J¥) FFEFITE 10% KOH H 78 A . B: T
KM C: FEHPYIZM. D: 3. E: TEKFEF DA+ LLAE Melzer il h TR Z5H). F: 7EK
FHEFIP TR T, G: 7E 10% KOH a8 v i) 74831 1

Fig. 1

Hypoxylon pulicicidum (HFNNU9721). A: Stroma on natural substrate and coloration reaction in 10%

KOH water solution. B: Stromatal surface. C: Stromata in vertical section. D: Asci. E: Asci in water and apical
apparatus in Melzer’s reagent. F: Ascospores in water. G: Ascospore in 10% KOH water solution.
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-/_.,7 Hypoxylon papillatum ATCC 58729
Hypoxylon perforatum CBS 115281
100/1.0 Annulohypoxylon annulatum CBS 140775
92/1.0 i/lnnulohypoxylon truncatum CBS 140778

99/1.0 Annulohypoxylon nitens AXL030
Annulohypoxylon stygium MUCL 54601

&/_:Hypoxylon investiens CBS 118183

Hypoxylon lateripigmentum MUCL 45434

1 100/1.0, ’j"""" Hypoxylon pulicicidum HFNNU9721 |
! Hypoxylon pulicicidum CBS 122622 !

90/0.99— Daldinia bambusicola CBS 122872
Daldinia caldariorum MUCL 49211

iy

Daldinia placentiformis MUCL 47603

100/1.0 100/1.0 Daldinia theissenii CBS 113044
100/1_.O|' Daldinia concentrica CBS 113277
99/1.0 Daldinia steglichii MUCL 43512
gl 9 Daldinia dennisii CBS 114741

-/-

Daldinia petriniae MUCL 49214
Daldinia pyrenaica MUCL 53969

Daldinia vernicosa CBS 119316
2/-‘ Hypoxylon lenormandii CBS 119003

Hypoxylon rickiit MUCL 53309
Hypoxylon fendleri MUCL 54792

100/1 .0[ Hypoxylon fragiforme MUCL 51264
Hypoxylon howeanum MUCL 47599
L 100/1.0— Hypoxplon ticinense HFNNU9874
100/1.0 L Hypoxylon ticinense HFNNU9919 !

—— Hypoxylon ticinense CBS 115271

100/1.0

Hypoxylon crocopeplum CBS 119004
Hypoxylon monticulosa MUCL 54604

97/- Hypoxylon monticulosa MUCL 54604
4':/]70)9/10}1 submonticulosum CBS 115280
100/1.0 Hypoxylon cercidicola CBS 119009
80/0.99—I; Hypoxylon petriniae CBS 114746
92/1.0 Hypoxylon musceum MUCL 53765
4‘— Hypoxylon pilgerianum STMA 13455

Hypoxylon rubiginosum MUCL 52887
98/0.99 Hypoxylon hypomiltum MUCL 51845
/-] —‘ Ypoxy vp

Hypoxylon samuelsii MUCL 51843
99/0.99 Hypoxylon fuscum STMA 13090
99/1.0 Hypoxylon porphyreum CBS 119022

81/0.99 /-

Hypoxylon vogesiacum CBS 155273

100/1.0 Biscogniauxia nummularia MUCL 51395
Xylaria hypoxylon CBS 122620

0.02

2 ETFITS #1 LSU FHI#E i %48 % F & Hypoxylon pulicicidum FE222iE % Z& H. ticinense &%t
RZBREM ML MLBS>75% (7). BIPP>0.90 (f7) AU bR T4 345 i 1

Fig. 2 The ML tree of phylogenetic relationships of Hypoxylon pulicicidum and H. ticinense reconstructed
from the combined sequences of ITS and LSU. MLBS>75% (left) and BIPP>0.90 (right) are given respectively.

1788 EHIZFR



Short communication

22 August 2023, 42(8): 1785-1797

Mycosystema ISSN1672-6472 CN11-5180/Q

A AR RS, ROER PR
BIEERKRAE, %, 7.6-9.8%x3.2-3.7 um, ¥
PEERE, R, WamsiE, BfA 12 4
WORL, AL TP RS, FAEE, A
5 78 10% KOH i 1 JE BEA 2L, fidr
HNEESTHE

WEFRFRAS . A 15 P T XS 20 L 3 AR DR
X, Bk, BEARR, 2020 45 8 H 22 H,
HFNNU9721 (GenBank: ITS=0P763051;
LSU=0P763101), =FRHMFEA L.

A PEES) . BE . FRiEIL
W, BEREr. EE . 5SS (Bills
etal. 2012; Wendt et al. 2018).

8. F 48 % B @ Hypoxylon pulicicidum
(1 #5 X AR A & BT Martinique (Bills et al.
2012), HEDE A I ARATEIE S FHE L5 Bills
et al. (2012)X%F FiZ Fh B bR A% i $ 38 e A —
#H, HETREK(172.1-206.0x5.4-6.5 pm Vs,
90-110%4.5-5 um). F&F ITS fl LSU J¥5I R
ik B W R, HFNNU9721 5 A9k
(CBS 122622)%K N—3Z (&l 2), MLBS=100%;
BIPP=1.0, W] LLSIEAREAEAH B EIE, AT S
Bl H%E l H. pulicicidum, H [ B354 7% 4]
)& Hypoxylon 57 Fli(Hsieh et al. 2005; Pi et al.
2020; KAk 2022; Ma et al. 2022b; Song et al.
2022a, 2022b), H. pulicicidum 5 Hypoxylon
investiens (Schwein.) M.A. Curtis # W 4% AE AH
W, AFRAEFT#E KOH S kst e, )5
& R Lt (Bills et al. 2012).

REERAR  PEBHCEM B2, B3
Hypoxylon ticinense L.E. Petrini ~ Figs. 2, 3
SRR F5CHE 9 Sordariomycetes &
H Xylariales 7x [ £} Hypoxylaceae /i 4] 15 J&
Hypoxylon,
FROEFEIAR . 0 S AR AR SRR
K 20-25 mm, %¢ 10-15 mm, & 0.5-1.0 mm,

KRB ARG, FRTIGERNIE;
THEAE 10% KOH b WA i, F Rk
2N BRSSO 4, Tt
TIZHLUEA, 03-0.4 mm JE; THRTIIER
¥, FLEMRFFHEERE, K 0.16-0.20 mm, &
0.12-0.16 mm; FHERKMIR, 42K 90.3-111.4 pm,
THEA T 44.2-56.2x5.3-62 um, Wik
27.4-56.3 um, FHETIIATE Melzer i85 T A
MEEE, mrR; FRAFHRE, A%
W, —MFSE, 6.8-9.5x3.0-5.0 um, HHEE
W, BN, WumElE, EEEAA 12 A
B, HEEH; TE 10% KOH EIK 8 1 BE T
2, HFIMNESEIE

WFGEFRAS . WAL 20 8K A 1l R AR
B, WA BRAUR, EIE, 2021 457 1 17
H , HFNNU9874 (GenBank: ITS=0P763052;
LSU=0P763343), T4 IR EAR I ;
WAbA P B RGLE KRR, BhE . BR
AR, ERES, 2021457 H 19 H, HFNNU9919
(GenBank: ITS=0P763649; LSU=0P763651),
A T TR ASAR AR |

HF A P EERESY) . FHEE . WE R
v, fEE L B . REL s HO R
B RHM(Ju & Rogers 1996; Ripkovd & Hagara
2003; Bitzer et al. 2008; Fournier et al. 2010;
Holm & Laessege 2018),

Wit: PEMIAHBRAREATS u &
Roger (1996)# 8 ¥ [ 45 4 (WSP 67869) %}
T 45 324% »¢ 1 T Hypoxylon ticinense i) 45 1iF
ik, (HR, FRMA7ER KTk E A
(6.8-9.5%3.0-5.0 um Vs. 5-7x2.5-3.5 um) (Ju &
Roger 1996), T ITS Ml LSU F4I ) & 5

K BHMEP, HFNNU9874 I HFNNU9919
55 vk E i ARHCBS 115271 5% b — 32 (&l 2),
MLBS=100%; BIPP=1.0, MM ZFEM1)ET
H. ticinense,
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10 mm

3 1RELIERHEE Hypoxylon ticinense  A: 4 FEYTFIEFITE 10% KOH TR AR N, B: T
LM C: FIEPVILH. D: F%. E: TEKFEF A3 F: 78 Melzer il P B FRETIA. G: £ 10%
KOH J#HHI i T8 7. H: fEKFEFIP I T34 T

Fig. 3 Hypoxylon ticinense (HFNNU9874). A: Stroma on natural substrate and coloration reaction in 10%

KOH water solution. B: Stromatal surface. C: Stromata in vertical section. D: Asci. E: Asci in water. F: Apical
apparatus in Melzer’s reagent. G: Ascospores in 10% KOH water solution. H: Ascospores in water.

NGERLE  PEBNcER K4, B
Phialocephala biguttulata Tanney & Seifert
Figs. 4,5

SRR BEE E 20 Leotiomycetes 2 F
H Helotiales #X# &l Mollisiaceae ik 7 )&
Phialocephala.

FROEHGIA : FREFLIIAOR, BT 2
R E AR, H£0.6-1.8 mm, J£0.2-0.3 mm,
TRBRMKE O BAK A, PIFBERIE,
NGBEER, BEREHEREE G, LT
o Jo. AMEERERILT A A Bk H A =
FMIZHZM A, JE 18.9-42.8 um, AMESHE B3
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AR B ALK, B 9.3-14.7 um,
GAE o, HZAMERRIE 2 E e R, &
T2 REIRsSh 2 A, )R 21.9-25.2 um, T4
Bk, 50.5-61.2x5.0-6.8 um, HA 8 NFHEHIT-,
TR TR ERIE, 6.1-10.0x2.3-3.5 um,
WisatEAE, Ol , Z2H4A W8N ECERE. £
FENFIAE Lugol IR P YL Ak 21 (4,

WFFEARAS . WAL % H B R Ak
b, kAL BRIURR. EIE, 2021 4E 7 H 16
H , HFNNU9934 (GenBank: ITS=0P763054;
LSU=0P763344), FA ol E T4 TR A H G
NI
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5 um ) 5 pm 5 pm

4 FEHLLE Phialocephala biguttulata A, B: J&¥) ARSI 5% KOH 734 C: T
RRHPVEH. D: SMERAL. E: 18 Lugol F&EGATH T4, F: T8, G: TEEHGMME | P
FRANRER. He 7322 Rk, 1 78 Melzer D 2 OB S TEMAFE AR T8RO ) TRET

Fig. 4 Phialocephala biguttulata (HFNNU9934). A, B: Apothecia on natural substratum and in 5% KOH
water solution. C: Vertical sections of apothecia. D: Ectal excipulum. E: Asci with amyloid tips in Lugol’s

solution after KOH pretreatment. F: Asci. G: Margin and flanks of apothecium, ectal excipulum and medullary
excipulum. H: The partial hymenium. I: Ascus pore with amyloid in Melzer’s reagent. J: Ascospores.
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95/0.99
77/-

100/1.0

Mollisia scopiformis CBS 46894
Mollisia scopiformis DAOMC 250122
Mollisia scopiformis DAOMC 250126

100/1.0 | Phialocephala aylmerensis DAOMC 250106
Phialocephala aylmerensis DAOMC 250107

95/0.99

Phialocephala dimorphospora DAOMC 87232T
;__ Phialocephala catenospora DAOMC 250119

It Phialocephala catenospora DAOMC 250110
Phialocephala nodosa DAOMC 250115
Phialocephala nodosa NB452

100/1.0

100/1.0 Phialocephala mallochii DAOMC 250112
Phialocephala mallochii DAOMC 250113

99/1.0 Phialocephala oblonga DAOMC 250117
8/-

Phialocephala oblonga DAOMC 250118
Phialocephala oblonga DAOMC 250119
100/1.0| Phialocephala piceae DAOMC 250101

0.02

LPhialocephala piceae DAOMC 250103

Loramyces macrosporus CBS 23553

5 ETF ITS A1 LSU FHIHMERIBEMKLE Phialocephala biguttulata 2HE 4B X RAK ML &
MLBS>75% (). BIPP>0.90 (£ (EARE T2 315 5 b

Fig. 5 The ML tree of phylogenetic relationships of Phialocephala biguttulata reconstructed from the
combined sequences of ITS and LSU. MLBS>75% (left) and BIPP>0.90 (right) are given respectively.

MH S PEAERSY) . IiE K (Tanney
& Seifert 2020),

e Wi i Sk & Phialocephala
biguttulata (15 bR 4 & BLT &K Ottawa, 5
) J LAl Y B RRAE 22 R AE T, AR LT
WA it 22 HLA B IR 0 e M VR (Tanney & Seifert
2020). AL B BR A TE R S RRAE E S iR
H B G iR —3, BEF ITS Ml LSU J¥AI &R
Sk B R 5), HFNNU9934 Shngkny
MEHDAOMC 250754)F~—32, MLBS=99%;
BIPP=1.0, ] LLSTEAFAEA B EIIE, It
il Phialocephala 2 #f, XIHRMEE(2012)H 4%
tDNA ITS J741 &K D\ 2= I FE RS 25T AR |
B F I —AR B D-35 %5E 4 P. fortinii C.J.K.
Wang & H.E. Wilcox; 57 E5E(2013)Hik T+
Wik 2 P. humicola S.C. Jong & E.E. Davis [
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JorERY, B, X 2 DRETR EERICA RS
A, ABEFE R A ACE B R AR
) P. biguttulata, f&7F 3K [E 55—k & B L
%5 )& Phialocephala A PEAY

EARREEE Ko, K7
Rhizodiscina lignyota (Fr.) Hafellner H [E#7ic %
il Figs. 6,7

RIH)E . ERER Y Dothideomycetes 747E
5¢ H Aulographales #R~F-#% %l Rhizodiscinaceae
HRF-#% 78 Rhizodiscina.

FROEFE R . FRAER RSB DR, HR
0.5-1.0 mm, RE, T; WLEHOERE
AFE, EEERNET ;s MRS AN W RE 2
41, J&12.7-22.5 ym, AiEZE, BE, NZ2HA
MELHZR A, JE 30.7-48.7 um, ZHIEHES]E %,
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.

6 IE/KRIRFFHEE Rhizodiscina lignyota A, B: 3#) FHFREFTE 5% KOH Fa5 b i) 138 45
C: THREHPVIZEH. D: FLZREE. B BEPILIRAPI. F. 74, G: 78 Melzer 77257 1 i) 142

H: 7E Melzer #2559 9 FREMF. 1. 7 5% KOH 7235 (1 FH 7

Fig. 6 Rhizodiscina lignyota (HFNNU10130). A, B: Apothecia on natural substratum and in 5% KOH water
solution. C: Vertical sections of apothecia. D: The partial hymenium. E: Ectal excipulum and medullary
excipulum. F: Asci. G: Asci in Melzer’s reagent. H: Ascospore in Melzer’s reagent. I: Ascospores in 5% KOH

water solution.

100/1.0 | Rhizodiscina rimosa OL709430
Rhizodiscina rimosa OL709431

Rhizodiscina lignyvota MW015096

05/0.96 Rhizodiscina lignyota OL739261
Rhizodiscina lignyota KY945339
Rhizodiscina lignvota MF599193
Rhizodiscina lignyota OP763100

Aulographum hederae OM238135

0.02
7 BT ITS FHHEAEAIREEZE Rhizodiscina lignyota R4 &£ B X AR ML MLBS>75% (/45).

BIPP>0.90 (A7) EARIE T 433215 i b
Fig. 7 The ML tree of phylogenetic relationships of Rhizodiscina lignyota reconstructed from the sequences
of ITS. MLBS>75% (left) and BIPP>0.90 (right) are given respectively.
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B, FRERIR, 34.042.9x8.9-10.6 um,
WEE, BB, kiR, A 8 raid
¥, HEARN PRI, A8
K, ABRZ WEIIEIC I, A i
ve, H EMEZMT T, 89-11.5x3.6-4.4 um,
AR EEAE G, BOLh, MumdilE, HA 14
HERR , SR AL 4h 4

WFFEARAS 808 P9 BB T 07 A AR (R
X, Bk# . ERZ, 2021 4 10 A 21 H,
HFNNU10130 (GenBank: ITS=0P763100; LSU=
OP763385), LA s A T 41 1R s ik rp R Al
PIEAR T

WS A PR SR I
g P L P EEL B R R
=L WRIEr . BREL nER . EREMEHE LT
(Hafellner 1979; Yacharoen et al. 2015),

116 Hafellner (1979)#F5% T Fries iRiE T
1822 4Ef¥) Peziza lignyota Fr., K H A4 1B1T R
Rhizodiscina lignyota (Fr.) Hafellner, [F] 5 248
€ K Rhizodiscina MBLCF, 482 ™ H 75 E Y
M 0177903 (CUP-D 110-43)>} R. lignyota ftj i
RArAs, Kutorga & Hawksworth (1997)H1 Yacharoen
et al. (2015)5% 3 1 Rhizodiscina fir HLAT i) T-4E 4%
B Bk, RN gERE | MRRIR, FREMTFRA
1 MR AFRAE , A K H I T Patellariaceae.
G TUES V% FEAYAR A 5 Yacharoen et al. (2015)
XTF R. lignyota #fiiR fIE S REFEA —3K
Kutorga & Hawksworth (1997)ffii& M 0177903 [
THER/INH(35-)40-50(=55)x8-12 um], T-HEAIT
FKNHR[(9-)10-12.5(14-)%(3.5-)4-5 um]; Yacharoen
et al. (2015)ffii& M 0177903 Ay T4 K/NH
(45-50x13-16 pum), FHAMF(9-14x4-5 um).
HFNNU10130 f#)F%%(34.0-42.9x8.9-10.6 um)%
iT Kutorga & Hawksworth (1997)%f M 0177903
Ffid, Mi/NF Yacharoen et al. (2015)%f M
0177903 MR ; FHEAMF RK/N(8.9-11.5x%

1794 EHFIR

3.6-4.4 um)3E AR 7 Kutorga & Hawksworth
(1997)F1 Yacharoen et al. (2015)%f M 0177903
AR PEFE N, B4 fw /)N . Haridas et al. (2020)
R 3L T 2L R 4 %) Dothideomycetes 101 4>
VIR RGE LB 530, 1% Rhizodiscina FH& AR S
#l Rhizodiscinaceae, fR-F-# & Rhizodiscina H i
A Fig®A 5 F(www.indexfungorum.org/
Names/Names.asp), 11 EARAZIE YT 340 094
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