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WE: RAAASRAGER—KBDEWTEZEE, B AAZXIERNET TR, BRPEFHIE R
RO TR F A, REHRIA N AR LHEK, AREFERAMNAS ARG T RXIEF
T, RX¥EmTES N2, BREFRIEaHR. HHES. M SEHHARE . CRISPR-Casi
KA A & BB 69F 2, A S F R FF LIRS T HARARRE, CRISPR-Cas# KA A & & 7T % Hi bk |
TAE 3T B 25 B 69 7 B A R AL T A St AL RS R BARAL, 5 ILAT 25 Y B b A 6 e h) A
%, AR ARAETHAZ, K ERemAE R, K LHCRISPR-Casti K A 3 & FLH 7 b 4915
R AU BAT 4238, A A A B T 69 51 K -4 A F Fo R0 IR IR

F4i): FE A CRISPR; @@y, AR%H

CRISPR-Cas technology in antimicrobials: designs,
opportunities and challenges

YANG Huijun', HAN Yanling', KUANG Mingjie’, LIU Fei**
(lJi’nan Center for Disease Control and Prevention, Ji’nan 250021, China;

2Shandong Academy of Pharmaceutical Sciences, Ji’'nan 250098, China)

Abstract: Antimicrobial resistance (AMR) is an important crisis in the frontline of clinical practice.
Currently, no effective treatment can control the AMR. The number of deaths caused by AMR in clinical
practice is increasing year by year. Although new antibacterial agents are constantly updated, the efficacy of
antibacterial agents against drug-resistant bacteria has declined significantly in recent years, greatly increasing
the medical burden. Therefore, there is an urgent need to develop new antibacterial agents with precise
targeting, high accuracy, and affordable prices. As a rising star in gene editing, CRISPR-Cas provides technical
support for the development of new antibacterial agents. The CRISPR-Cas system is highly editable and can
design specific and personalized gene probes for different mechanisms of action in drug-resistant bacteria.
High-precision targeted killing of drug-resistant bacteria without affecting the normal flora in the body is the
main purpose to achieve targeted sterilization effects. This review mainly focused on the role and mechanism
of CRISPR technology in new antibacterial agents, providing reference and theoretical basis for the
development of new antibacterial agents.
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