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: Toosx DSsoax = 0.871 DHyoeq — 0.155 (r = 0.979, sd = 0.146, n =12, P< 0.000 1),
Tasa DSsgax = 0.868 DHygy + 1.378 (1 = 0.601, sd = 0.157, n =12, P= 0.038 7)
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