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WE HEUFRERERMRAVAEFHEERRZ —, 2ERTERRRZTAFMURLZFTA. MY H B ES
FI IR TR BT B & 8 58 R %% % 4i(plant innate immunity), = & @3 2 T4 R f % % )% (pattern-triggered immu-
nity, PTI)A0 25 [ F fil & %, 7% (effector-triggered immunity, ETD) P A~/Z K. #F 5 & A, 2 & RAEE Y %% + 91 IE
FEAC, RBAX PSS EH R NFRMENNER, BB EIM L2 D ERBMENHTRR. AXER
NETHELRARTHOHLERAS. S HEREEMARNMLEE . AEMLERN LR ZETU
BB RASEEN RR T I ENF G ENELAR, A RLREE ERRRAR T ML T RE.

LT EMETE, RLBR, DAL, BLELE

R0 AT 3G OB AR sl BRI, 1 A
T G2 LA B2 i AL () 0 1 DA R IR BAR £ 22 4
AAEEE . MW AEEE A & &R0 R
B, RS R R S R, M AN T e 35 S R
Yo g% Z G RARY U SR B NAR . A 52 300 B 1= B
B, 8 7E N B R =GR 52 4 (pattern recognition re-
ceptor, PRR)E A I A X 4 T H AMAMPs(mi-
crobe-associated molecular patterns), M M EIE 56K
PEMEE—ANE K, B il R 5P (pattern-triggered
immunity, PTI)M, 51 AR BRI S F5 45 5 A
Ui~ PR % (reactive oxygen species, ROS) A
G2 (phosphatidic acid, PA)HJFR 2. i3 H) 3R
ik RELRHL BRI R 5. ARfE S YK
Wb e R, — S TR B AT DL W N B (effec-
tor) FI/ 18 P 4t it 5] BR S4B B N, AT T 4RPTI 4%

SR, B 5 B B0 Jy. R A I R P s
(REE A2 % 5 NB-LRR 45 #438(nucleotide-binding
and leucine rich repeat domain)ffJR & [ >R Il 1% £E 24
LR, AT 53 A — N R ORI G g8 SNz, B AR50 A
Tl R (1) %% I M. (effector-triggered  immunity, ETI).
ETUEAE BB AR KR (salicylic acid, SA)H]
TR FIZ Y A iU M. (hypersensitive  response,
HR), #F— P B0E A0 MY 4 i 1) & 5 3R18 btk

(systemic acquired resistance, SAR)“‘z].

TP A0 B 28 R 24 (actin - filament) A (mi-
crotubule) &l 7 4Lk, Herh, ez XRRIVLE) B E et
#%(filamentous actin, F-actin), ‘& HERILZIEA
(globular actin, G-actin) % & FHI EARZ) N7 nm AU
IRTERER . L] Iz S 5 B A0 M ) % P A s
v, {EAM R, TS, N IIE 3l K s ]
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oA ARMIEE A R ARITEEIR R 2 15 AN 20 L 2 Ak Hh 2
RAFBEIAEH]. RIS, AT ORI 2 & 22 DU I e
I EEYL ), RAEY RSP RE SRS TG,
IR 2L S IR R 08 S 1) 5 SR, ARy
A7 DL R L RS, S5 IRE
T RFLNTILLA G E A LN 1 B
&5, VAR B B S B RE P K AR 22 T e,
FXS A JE A2 A T T TR B2 e 2.

1 Y RBEE R 22 A 332

T B SRAE R S e P AR IR TR T AR, AU
Wi [ 97 Ji T 155 X e A AR B ORI S

o3,
L1 S R EAR R b A 2 B R B A AL

HBE {EAE ) 3R T Y B P (appressorium) 45 14,
Gy WARRIRITAE B H PR AR AR Y 2 @ AR TR B
AN, A 2L B ST i S R IR L N
2. BN, 18K Hordeum vulgare L)% HiE AR
W (Erysiphe pisi)fz G, 22 fEA2 Jefr U B ER IR, HH
JE SR mHE S A g TSURIR AR . 22 P 40 p th 3=
A(cytochalasin A)IA K ZZ AN T ZL 5, R IR
PV ESTE S D Y B g AR Z D Etl OF - E NN DN
1, FREPIRIS L ARAE R RIAL T R, T 24 B X AL
WG, %L A bE 2 Wk, BN s
B ARAE S AR AL AU R AR AT e B SR A\ fR 41 R 3K 1
Bt 0 AT 0 51 2 1. SR T 55— WF 7 R, M F AR
2 3% A0 M B R B8 (Magnaporthe  grisea) 3G AR
Mps I REERA R, AR AR AT LS| i 22 B HE I B A
M. BHUEET O, ez SR E A AT RS BT R R AL
SLAE SR 5E Y. BT R, e
Bgh NMZAL U R A 77 E IR B Fimyosin XIH 25,
BB IR T 22 SR TR O R T 40 B AN FR I m 4= AL
RIS R, SRR ) A R GHR JiE I BE AR N B HR BT RE
JIUO BSR4 AR 5435 B (A PEN3(penetration resis-
tance 3)7EBgh N {21 15 (1 58 4E [t i T2
HHACHEN, 22 B SR L N S B S A G
ST M AR ST B A S R, A BB Y A A AR AL
m IS R >,
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(1) PTIRE R N2 B, 5HENRED
77 AN, 40 B TGVEE N 4, R aeilid <Lz
A SN AR R B AT s Y, T A R A
Pseudomonas syringae pv. tomato DC3000(Pst
DC3000) & —F BB M, J& T =2 B PEw, 7o)
PLE IR 53 R Gi(type 11T secretion system, T3SS)
[Fi) L 470 PV S RS R 1 B0 . A 9T B, $UFE T (Arabi-
dopsis thaliana)"t AR & 5T 7 22 FEDC300012 %%
6 hibf R IR R S IR, ez F g m. A 5y
Wh 72 40 S B8 B PR hrp AL BRINF AT DL 350 R AL 1) ol 22 B
A, Ul B FEAS 75 AL 530 3R G0 LA R BRONE R 1)
5P ERE, F 2R R TMAMPs, W41 E
BT 1g22 Flel 26, B AR 305 F-chitin, X4
AR AT A0 3 35 R AR UL L AR ALK sl 22 3 A8 A8 Ak, 4D
Wk 22 % BEAE L3 B R ESG N, J408E (5~15 min) 5
DC30004: HAHLL TR L EBFFC R, L =F i
I — B ARSF IPTISE S B (J&I1). 2 — il
I ARG 22 ) A S H o kDL, elf26 M chitinb 2 &
BN 22 (1) 5 i A, K RESE I, T ERAR T 22 B DI 1)
AR EE T, XA L B SRS RE R T
e E RNt 3EH, ML @R 27 LatB(la-
trunculin  B)fil 22 58 A BF, A4 1G IARE AR G [ 4 TR
() S k),

(2) ETI5% B A i 22 Zhas A8 Ak, I e AEaft 58 K
B, ETT 2 S8 H 22 s J5L 1 RO R - AT 22 B 32
ORGSR s, TR
M % (Pseudomonas syringae pv. maculicola) i35 7 A 1
HopW 1ZE NI N Jo B IR I 22 i 48, gk # ]
FE it AT B SR B 1 (Xanthomonas cam-
pestris pv. campestris(Xcc))HIRN K ¥ XopRidid H o
¥ &5 #)(intrinsically disordered regions, IDRs)J¥ ikt
M, 5 1E AR 22 B SR RO RS E M. FEAR YL B TR
/NI B X opR AT R FE AR 55 22 A% R - formin, {5
T F IR AR K 2L, SR BE & {5 G B TA] () ZE
XopRIF) BFEE N, XopRAE K & formin M T 471l
forminfW il 22 iz hee. S ULARE, XopRIEIE—/)
Bt 5G-actings G 1P, RALHEFI L LN, 15
Bix Bt 51 X opR 5 1 42 fifk 58 K -1 ADF 36 4+ 45 5 G-ac-
tin, 4K I 52 M ADFR R I 22, S 24 33U 22 K& iR It
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0. G-actin 1 F-actin <> ADF4 ‘ ADF1 . Profilin3
& viins T sirEa OO0 Formin \ OR

B 1 HYPTIE R ML & 288 EHR 7 TR 2 8. © %Nl 2 4 (FLS2, EFR, CERKI1/LYKS)iHJ)
AH B FIMAMP(flg22, elf26, chitin), ¥IEPTIHIE KB @ flg221% S BIK I B b JF S RBOHD ™ A4 iif P4 AR OS, ROSIE i #1141
L2 B R FICPIIETE, MR 0", @ fAg22iflprofilin3 k2 Bk, MK profilin3 5 formin 5% A% A TR L
formin, {2 A& @ Ag22MlelR264bF 5 S5 forminfE it |- IRAEPH; ©), © ADF4L S Helf26f5 5@, MADF1IEE
2 Helf26/5 ‘5l X2 Schitinfs i@, EX AR ADFY) B R iE AR M, foiee J8 5% T R i) MR AR AR 2 TE Iz
5, A BERINT, @ elf26, chitiniFPLD-PALS Sil i, PALCPLESHIHICPIEN:, SEMAIEES"; ® 1ETL %K
MR, f1g2215 FMPK3/6X VLN3 B ER L, 55 VIN3 VIR A 71, (L3t OR A0 B 22 EHE Tl <AL S ™ ©
MAMPs /b 2 i AR 40 )R s 2 2 P 4 > )

Figure 1 Molecular mechanism underlying actin array rearrangement during plant pattern-triggered immunity. D Recognition of microbe-associated
molecular patterns (MAMPs) (flg22, elf26, and chitin) by cognate immune receptors (FLS2, EFR, and CERK1/LYKS, respectively) activates pattern-
triggered immunity (PTT). @ Upon stimulation with flg22, BIK1 phosphorylates RBOHD to produce reactive oxygen species (ROS). The increased
ROS level inhibits the barbed end capping activity of capping protein (CP), thereby leading to enhanced actin polymerization[zl]. ® Profilin3 can
oligomerize via an intrinsically disordered region at its N terminus, which inhibits formin-mediated actin nucleation. The flg22 treatment results in the
degradation of Proﬁlini", leading to actin assembly regulated by formin”". @ Oligomerization of formin on plasma membrane occurs in response to
flg22 and elf26 AN GEG) Actin-depolymerizing factor (ADF) 4 is required for elf26-induced innate immune signaling, although it is not involved in
the chitin-triggered signaling pathway. However, ADF1 is a downstream component in both pathways. During PTI, the severing activity of ADFs is
inhibited, leading to a reduced actin filament turnover™. @ Phospholipase D-phosphatidic acid pathway is activated upon MAMP treatment, and
phosphatidic acid directly binds to CP and inhibits CP activity, thereby triggering MAMP-induced actin remodelingm]. During flg22-induced
stomatal immunity, VLN3 is phosphorylated by MPK3/6. Phosphorylated VLN3 has enhanced severing activity, facilitating actin turnover in guard
cells and stomatal closure™®). @ The density of cortical actin array increases in response to diverse MAMPs>!

REE, ERMAL AR WANVE BT R, Pt
DC3000-K B [A] kb #H(24 h)y AT LA G| EE il 22 ook, X Fhl
FUATISS RS, 584 M Pst DC30004HEL, Pst
DC3000#128F 25 B [K 1Bk e B Pk Pst. D28EFIT3SS &

GUERFA R AR Pst hreCAL REMLL OR, RTIEL 5
W R 505 2 WKL Rl F-(type-T1T effector, T3E)X}
ML BORZE S E . ShimonoZs A"Vl Jx [ 38 £ 2%
F-B M Pst DC30001#728/ 247 Al ¥ H1 45 72 E[HopG 12
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7L ORI R RN R T, HopG1RTERKAF 35
TREL BRI« T2 B FE3E N, R 2 5 IR
WS, T A B B B o 2 PR R i i harpin R
R i Hon i BRI BRI, IR REBOR i
B M. BFFCR I, HrpZ ] [A) B AR F T il 22 5
HrpZ AC PR i 3 S0 AR M0 A S22 RO T, T
A,

2 ERYI R G EH

T2z 255 5 H (actin-binding  proteins, ABPs)F %
LG 5122 A A 5 ) Arp2/3 2 AR DL K formin 5
Kk, 522 % & Hprofilins, CAP(cyclase associated
protein); &1 22 354 v A8 € i 22 [ CP(capping  pro-
tein); YIE| 22 HIADFs(actin depolymerizing factors);
i 22 BOR B fimbring - DA BE RE DI F ik 22 X Refdi k2
FRA Avillinds (1 5085222 ek SR I, RS
YD RS R 2 85 & E, s S 72 il
22 A FAH ) 73 AL ORI i (1),

TR T 22 M 5K B (1 ADF4 2 5 PTI98 N g
22 B E IR R, B el 2640 B 1H ADF4
DI 22 (3% 1t 32 304, Rk, 78 HRAR AR 22 T
AN el 26 0T A A8 B 98, thAh, S ik R RS
HBEARAA B ITAR S PTIA P2 Ss NA 32 31 1 S5 35 R R i)
ARBMZ, YHEEBR > Fohitindb BER, RATHAK
R A B A Y — 8 Ui BHADF4%F R HL 2 5 T elf26
WO B % A5 S IE . AT ADF X IER) 55— A il i
ADF 117 £ (1 AN L 1 5 B0 il 22 S A rh e I
e A P Y, 336 4 L3 B AN ) ADF 55 J 1 5 T
Re RAEHMAG M ThRe. Ak, ADF4ZARERNT T F R
M DC3000%% N 2 ( AvrPphBIF P BRAE, 2848 &
PUMEE R RPSS 1) 308 2 N B, 515 0 B0 s B 4 4
i, XA ML E RS ST EORED) MR
PHFAR R BT 2 5 RN %% RN, ADF4E
GO TP B ) S I AR, W T R I RARAK (adf4) %
FL B AR 2R B PP o, i — 22K ADF sub-
class | WEKE(ADFI~ADF4)% 53 4= ms R e, X7 E 4
o T R LA BRI IS 7R ADF IR R 5 EAE
X LB I S i AR AFAE DI BETUAR . FRADF4Z 4,
Wang5 N7 % B0 B 7F ADF 633t £ i 8 12 59 2 14
RPWS.27EMR 48 AN ¥ 52 A7, AT HR ] S0 %45 5 1% 5.
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/WA TaADF4M TaADF 7% K@ L 1 15 i 22 sh A S
T IE VXS INF2 2545 B (Puccinia striiformis f. sp. triti-
ci) i S S B TSP, 1T TuADF 3N 230N 22 4645
PR e R R 7R B PR, AR ADFEE FIE
A G v B KOS ANTR], SRR 6 B 1 A8 A4 A P 2T
Ty [ 4 S I AT e

FRADFA, fil2z 354 85 F CPH R IE 2 2 2% S (5
5 I B A AN, T (R EF I ) A AR A ) A B R L R 1
HEHU Y, SR AR, CPREASA(cpb-1) T 1M 42
TEiF M S elf26 Mlchitin Kk,  FLAEFREE 5 oY L
P A BRI R AR TR I 2 NS 22 e R, it 72
T 22 A TR R NCE 2 ] (I 22 ARG (1 H Hh OE
Uiy, Ik R R N CP ) iyl e AT H k). 3K P )
4N 2 HH IR BFD (phospholipase D, PLD) & il f{IPAFT
W FREI, MAMPsAFEIEPLD-PA(S =il %,
PA/KPIGE BTt PASCPHE IR /1, PA/CPE
G R AN H| CPAER 22 I e Ar, HILBH EL
Ak 2z ARG I E IR, S MAMPAL B S ik
VoA A7 SUE e M

W& A Bk 45 A B A profilini i 5 G-actin A K
formin ] Il Z B2 3£ /7 (polyproline, polyP)%E & K #p 7] 1
ez 0%, profiling G-actinZh & 7T LAFI I f 22 1 H
KR, e AL S formin AR ELAE F ¥ profilin-
G-actin & AN IR N2 Gl 22 A, AT fe Bt 22 41
X, (B — L FE Fprofilin I 25 & FURE U PRAE 22 1%
WEAILER 42 R, profiling, G-actinfflformin
Z (B[ 4G SR RN AR KRR BE e T 22 35 1) k.
WP RN, LB T profilin3 (PRF3) %A% J5 M bk 56 5 &
. PRF3iEId HNIG 2 I R 2 Rk, PRF3Z RIKY
formin g 8% i HISE A 17, {# formingR % MLPRF3/formin
SEERPRCH R, FHE] T formin 522 454,
AT BEAES T i 22 IR SR Gl . R B A 2050 1 f1g22 1)
FF N, 18 EFEMPRE3MERRZINE], RS lipug
R BRI, ME BT g22 4 B AT
DU forminfE 5 I H T BANK IR, 550 IS 40 K 245 g 33
H Hremorin ) S WAR FEAERS 2 b s BEARL, @24
YImBCD(methyl-B-cyclodextrin) T K L #15, BL
SR AL FE T R P A 1 B A [ remorin B I (AtREM1.2
FIAtREM1.3) 1] 5 2 FH Wi flg22% 5 1) formin ) 5 4,
SERIME RN TR FESES &I, remorinfk [ A&
W FE S IR formintE (A, (ERFR2L id%, 1T 5 20
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NT IR 2R EE IR, A A PR AT BN
12 AL 15 DL B FL IR S5 0 U AR 22 Fh AL 40 Bl BE (1 4
JIR, AN 5 SO B o JE Sk 3 5 H T 1L B ) 7 1 R
RO EIR R, L S B P A R N
fir 1558 35 . Qin%e NV B, ARP2/35 & 1Al k%
H H forminiX P A HE 22 U (144 & 1) [F] A% A4
YT E F BghI N1, ARP2/3FIAtFHI [F]} 5828 55
W22 ARG TCETE R, FLIAR G K4 v 4 i B 25404
TR SZ AR, Bghi IR G ra bk ME S 2 35 52 & e Ah,
A W 51 3% B formind tH B R A A8 40 % B B4 0 K7L
TEBghtZ Y+ F 4, formind KM 22 /5 i FEV IS i bl
Bk BRI UREE, X 5P A IS S I PEN3K
S 22 1E BghfR Gefr s B AR AT AAHAL. SR T A ER )
72, formind FIPEN3YENE I A XA H], TiixFhas
1) 3 A e 5 T ATL ) A 2P,

3 RS AEAR Bl S

MAMPs 5| S i 22 % P 38 0 7 LR b2 0k 5 & 1k
MO, 24 r B flg22 [ 1R B ZZ AR FLS2 DA K 3t %2 44
BAK 1132 A KE i BRI BEBIK 1 )5, T 35 12 Toidkm
g2, ez IR R AR, YrFRelf26/1)
SZAREFR M chitinff) 32 A CERK 15, T2 [RIRE T 1E i B
AH LM AMP 50 0k A8 T2z % . f k] L,
MAMPs 5| &2 (1)1 22 B 5 78 Ak 75 B2 FL0 L 1) b i B %8
AR R

ROSHE K APTIH (1) HIbR & e [ B, 4b
ROS I8 b 5975 J5 B 110 285 55 B2 L L5 AL v 12 e, T
TERE, ROSABE il — R Fu) [ NI EEAG 5
ST AR R, MR B BIK 1 S 2 2 AR B IR
A0 i 4k T S Re IR Ak A T A L _E [N ADPH
S ALEERBOHD, M 3 H 0% 3F 7~ 4k ROS™ . 1
rbohDFRZEARTS S, T ASREAG T A 70— FER B £
FIMAMPs 133 1M &5 e 480 p0 00 my LK 28748
A N B 2 sh K 5 28 B A RUKSF, 1 BHRBOHDS
Ja T A IROSTE S AL Tl 2215 B4R 1 i

SENLTE S M PLD FT & B I PAYE Sy — Fh B ZE 1
EST, PSR REEEERY. B
KL, HPLDBM A FIPA S o i R P 22 ah 45
M A5 5 /¥, PLDBIE M HIEHEYIXDC3000HHE

F*. 24 1-butanol 8¢ FIPI(5-fluoro-2-indolyl deschlor-
ohalopemide)#IHIPLD/*4:PA, elf26Fichitinf~ 2= 5| 2
P e P Y DR, SROSTE 534, PTI
Fe e [ B PALE T R REAL T2 B 48 i, JFHE
AE A 1 ok 22 8 O £ 9 CP IRV P AT S Ak 22 5 5 3
Sl

PTI4 5% S o7 i F2 AL FEMAPK (mitogen-associated
protein kinases)flCDPK(calcium-dependent protein ki-
nases) PR RS 5 FIBE. B 70 & B, MPK3/635 i
PEAZ SR AN P 1222 S I 2 sh S EHE, SR
ALOR AR ) Rl 22 S A MIBMPK 3/6 fir i 4%, 1
flg22 LR I R, B AR R OR T4 i 22
ARSI RANG, Mmpk3/65AF RN flg22 ab FEEIA
B, X ARG 2 ah 35 A BoR,  flg224b PG 5T
A 2 FROR BB IR /> B2 D) BIBRI 2, 1
mpk3/ 655V BRI 22 () R Y B 35 AN 22 R i),
T 5 < 1) 2 1 R C PR3 TR B I 4 PTI A X ETI
Yol N LN A, TRFCR I, cpk3-298 A 1A AE Pst
DC30004b# 5 A7 22 I H AT A2 2 — R A B 22
WL [ CPK3 I i 2 <AL e rh R L 4m i
T B AT 2 75 9,

4 LA RV ETRE

140 24 R G PTIHROS IR 7= A= P13 21 s 44
R A LatBf K22 5, f1g221% 57 AE IROSHE .
BEAh, 9T R BPRF3 5 AR A4 Hh i 22 X ROS 1) B i 4% 24
TR TR SR, Lt EROS A LA T
NERE. P IITTFRoR, e n LLE# 5RBOHD
GEL s A S IRBOHDE ™, ikt o
TAFAEZA P TTHLH EATE 2. AR, LR IF
RBOHD 3% 5 HAE R sh &AL, flg22/b 8 S
HRBOHDYE M FH Homtk, HRETEME [ REH KL
WE, RIMX—RIVENREE T EML TS 5H
Frt—BHr .

21 i 52 Al o P A EAT BRI E ER,  ET[E] 240 i
R FE BB, )% ZARFLS2 (1 N 755>
RS SR, AEBOE FIFLS2i@ i 4 i 8 N & 5
[l BIN R T, CAGEREIE 2R B F/KF. MFLS24%
flg22 0 J5 , AT 4578 flg22 3L R] A 75 28 i v v gl ™.
FH LatBfi 5 ik 22 58 I BDM A il myosin¥if 14 2 50 1
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flg22 15 F IFLS2 52/ N £, IX L4t R i W BC A4/ 3 1)
FLS2 N 7 T Emyosin FI 2 & 42 (1 5 514,

22 P PTI3% JB H FIITR UORR I 78, 587 4
TR L, adf4Filcap-157F A MAMPs 5| 2 1) IR 1)
YUR B A2 SR T A 22 5t I G R AR ) SR 2L
AR AN, A AL A R 5 5 DAL
BUHC IR B B E s, DLAAH S & B i 7 i
I PRI T — AR TT. S 22 3k T LR A
KIERPFRIE, Hilhn, JHE 4 A 5t 25 (cytochala-
sin) i Rk 2z, BHAAHSCEE N PRIAIPR2Z% 1A O, 32
T RN 2 R B 25 A8 A AT i i e 2, R
Wt 22 UL B 42 456 B AT BE S 5 TR BT AR 4 1)
Fi5. ADFARETE AN MAZ 8 A FF PR Hii 2 I RPS5 1)
RiE, XNRBEM L B R A it 7
oy Sl

AL R R A DA R H TR B AL B T S 1
FEE 450, RS AT SRS T, R e
YIRe G WP, ZARSAEES). RIS
JR B NARAE I B, 257 29 6 AR e, A AT
DL IS B G PSR IRPUR IR R 4, X —id %
RS AFL I, SRR TP R G B B oy A
TR, LB 2RSS EEN T SILIF A & % B,
SALESTIFRSC A shAS L R b e R AE MR SR, T4
FERILIT BEI Rl 22 Wk ST 22 R HEF 25400 TR, B2 11
Hem Ao A 7 b sg g < FLFLAE. Bdkmr s, SfLTE
IR HANFT I 10 2 o A Bl T 22 v R ) R SR 5 B,
HEM R 22 X PPl S AT BE S 5 R TS FLig s il
WHIARL. R, R UL RO B it R
A 51 S S FLIC PRI PR Bl R TN M 22 30 A ek
A5, G RS T Ag22 DL M chitin kb B 5 S AL T
FI5%, FRAS LR DAL FIHER T R A0, 7
FTH R AL P T2 258 SR HES T 7R ¢ P <AL A
g 2. BT R R L, PRI
CPK3IEIL R ILADF4, 5 & P AL sha& kA
S22 A FLE M. Buah, ZouZk NPVE IR

%3k

MPK3/65} 14 42 45 4 A VLN3 B B AL i 2 < fL
ReRLFE A R R HEE AR, Villin)g Tvillin/gelsolin/
fragmintk AR R K, &R 5HE T4 5 01Me
SEA R AP, LEAG2RIBRE, VN3P
MPK3FIMPK6IEBE IR 1L, 1ZBEER 1L 142 (43 VLN3
DIB 22 ) e 71 B35 1, X — R pLE A ) T(g it
{5 DA P (s 22 R iR HE, AT R AL

5 RH

R LT, e m A E SRR EAE R
PREMEFAE, AR, AT IR 21 R L]
)T fRURA R, AR 2 in) AR & AR e, il &
SRR R 2 1 22 45 5 B IR SE S 5 R T
95, ARUET B a2 R B R s LA Rk
— D123, B TROS, PARIEGS 54k, & 1584 Hith
Retg AT 2 shas It R %557 Blinfed & &
EIvillin5 [ T RS T ARG Ca” 4%, X &R R Ca’
S5 AT UL T 52 BRVLN3FIADF44), 27
A HoAth i 22 45 4 28 1 72 MPK ORI CPK SR R JEE 2 4k
G EAR T RN 4, REFELZR
o WA Al L S SR AR AL, X 21 T 200t
FEAMAETIREA - Am? TEREY R E AR
A ThRE? & A 2 R s Eiee B AR
973 5 TR 2N DR T AR R AR AT B A 42 X
e 308 YA 22 R B A R BELT 40 %45 5 A A 2 74
1?2 LB B BhAS F2 0 — RV S R BB,
ROSHIFZAE . WFAR IPTAR . PUmE R RiIA %, =
T RINLH AT A7 e B 22 37 EHE e i 72
b BRI AT ARER) f 0 VR R I AR S —
BB, BE B SR R 5 T AL
VAR AW I RE BN A, bl W, 40 2848 i
V)G i AR R IR AL T A, X H R IR
N FHG A BT BAT T3 AR 4 1 BEAEAE ) S R Sy o
A4 % DyRE.
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Actin cytoskeleton function in plant innate immunity

WANG BingXiao & LI Jielie

Beijing Key Laboratory of Gene Resource and Molecular Development, College of Life Sciences, Beijing Normal University,
Beijing 100875, China

At various stages in their life cycle, plants encounter several pathogenic microbes that challenge their growth and development. The
sophisticated innate plant immune system prevents the growth of harmful microbes via two interconnected defense strategies based on
pathogen perception. These strategies involve microbe-associated molecular pattern-triggered immunity (PTI) and microbial effector-
triggered immunity (ETI). It has been demonstrated that the actin cytoskeleton plays an essential role in plant innate immunity. Upon
pathogen attack, host actin undergoes active rearrangement. Disrupting this actin remodeling leads to impaired plant resistance to
bacterial pathogens. Here, we introduced the rearrangement of the actin cytoskeleton during plant-microbe interaction. We also
reviewed the current understanding of how PTI-induced actin remodeling is regulated and determined the function of the host actin
cytoskeleton in plant immunity. Further, we discussed the possible research directions to further explore the role of the host
cytoskeleton during plant-microbial interactions.
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