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2 GenBank
GenBank
128 Cyth

1 Pyrgomorphinae Atractomorpha burri 2002.7 AY247198 AY382872

2 Spathosterninae Spathosternum prasiniferum sinense 2002.4 AY247167

3 Cytacanthacridinae Patanga succincta 2002.4 AY247185 AY382874

4 Chondracris rosea rosea 2002. 6 AY247184

5 Oxyinae Oxya chinensis 2002.8 AY247182

6 Pseudoxya diminuta 2002.4 AY247170

7 Hieroglyphus banian 2002.7 AY247173 DQ365909

8 Melanoplinae Tonkinacris sinensis 2002.8 AY247186

9 Catantopinae Xenocatantops brachycerus 2002.5 AY247177
10 Xenocatantops humilis 1998. 9 AY247178
11 Apalacris varicornis 2002.7 AY247192
12 Traulia szetechuanensis 2002.6 AY247174
13 Oedipodinae Oedaleus manjius 2004. 8 AY382876
14 Trilophidia annulata 2002.7 AY382875
15 Acridinae Ceracris fasciata szemaoensis 2002.7 AY995320 DQ365918
16 Ceracris fasciata fasciata 2002.7 AY995319 DQ365919
17 Rammeacris kiangsu 2003.8 AY995316 DQ365920
18 Phlaeoba antennata 2002.7 AY?247187 DQ411523
19 Phlaeoba infumaia 2005.8 AY247176 DQ365917
20 Acrida willemsei 2002.7 AY?247188 AY382877
21 Gomphocerinae Chorthippus brunneus 2004.8 DQ365916
22 Chorthippus albonemus 2004.8 AY995323 DQ411522




M 7 b &

2009 £ 3 A

$£54% Eo6Hf

3 GenBank

GenBank

Cythb

12S rDNA

Spathosterninae

Oxyinae

Melanoplinae

Catantopinae

Oedipodinae

Gomphocerinae

DQ366765 Lu and Huang, 2006

Spathosternum prasiniferum sinense
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Pseudoxya diminuta DQ366756 Lu and Huang, 2006
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DQ366747 Lu and Huang, 2006
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AY560525 Ye, 2004
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Molecular biogeography of some species of
the Acrididae in China
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Based on the phylogenetic relations from DNA sequences, the relationships among distributional
areas of some Acrididae insects in China were examined using component analysis. The molecular
phylogenetic trees, including bayesian tree, ME tree and MP tree, produced different topologies, but
the topologies of the strict consensus area cladograms from different molecular phylogenetic trees

were identical. The strict consensus area cladograms suggested that the patterns of distribution of
these insects formed firstly in northeastern China, secondly in Qinghai-Xizang, then in North China,
Mongolia-Xinjiang and East China in turn, finally in Central China, South China and Southwest China.
The distributional areas in north China and Qinghai-Xizang formed earlier than others. This
phenomenon is likely related to Pleistocene glacier movements. Because northeastern China and
Qinghai-Xizang formed earlier than other distributional areas and they are not adjacent to each other,

we supposed that Qinghai-Xizang, in addition to northeastern China, was also a dispersal centre of
the Acrididae insects in interglacial stages of the late Pleistocene.

molecular biogeography; historical biogeography; molecular phylogeny; component analysis; Acrididae

. 2009 1  Nature Neuroscience, 9(1): 26—28
Michael M. Merzenich ,

764





