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Advance on MicroRNA Involved in Nutrient Element Stress in Plant
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Abstract: Nutrient elements participate in various physiological and metabolic processes of plants in different ways, such as
photosynthesis, respiration, energy metabolism and signal transduction, and are important material basis for plant growing
development, yield and quality. MicroRNAs (miRNAs) are a kind of endogenous (non-coding) single-stranded RNAs, which
play important roles in response to nutrient element stress in plants. This paper summarized the research progress of miRNAs in
regulating nutrient element stress, especially phosphorus, sulfur, nitrogen and potassium, and prospected the future research of
miRNAs in this field of plant nutrient stress. It was hoped to provide new ideas for molecular breeding using miRNAs for efficient

use of nutrient elements.
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F1 EYENEFITEMER miRNAs
Table 1 MiRNAs responding to nutrient stress in plants
BHIRIUE miRNA
miR399°" miR827""  miR156"" . miR778"'. miRNA894"™ . miR159"" . miR1509"" . miR1507"'. miR398"*",
P miR165™ . miR166™ .miR1511"" .miR1450"" .miR168"
S miRNA393" miRNAI60"" . miR395"%*"
miRI60™ . miR167%", miR156*" . miR169/a™" . miR171", miR826% ., miR5090", miR1129*", miR3934"",
N miR528% \miR397™"
K miR156d-5p"", miR1684""™", miR319a/b/c™", miR477-3p"", miR9472-3p"", miRI716™, miR167b/g-5p",
miR167b% \miR164¢™ .miR169h™ miR395a™ \miR166g™ . miR482" miR171e* .miR396¢* . miR 160"
Fe miR397% miR172™" . miR408* miR319"" . miR477*" .miR398"}
miR397% . miR474%", miR782%. miR843"" . miR5023"", miR394" ., miR830°", miR5266 ", miR3465"",
B miR821%, miR472"", miR2118°", miR393% . miRI160"", miR3946"" . miR159°", miR7529°" . miR164"",
miR6260°" miR5929"" miR6214%" . miR3446"" .miR5037°" . miR408"
miR1561%" miR169g/r*" miR172d"™" . miR393b"" . miR395a"" , miR398/a/b"™*"" \ miR408"" . miR415"" , miR426"" ,
Al miR808™ . miR809a"", miR813%", miR160/b/d/e"™™ . miR166k/o/u'"**" . miR168d"", miR399"", miR528"",

miRSI9H™  miR1594"™", miR162™ , miR319/b™ , miR396a/b/c/i-5p/le/k™* . miR1507" . miR2088™ , miR2089" ,
miR25987" . miR2668™ .miR390/g"™ . miR1520¢"" . miR4397-3p™ .miR5044""

miR1113"", miR837-3p"" . miR171b-3p"" . miR902¢-3p"", miR5054"", miR319¢™", miR5813", miR159b—3p"",

Cu miR7532a"" \miR3547*" 1 miR5658"" \miR5641"" \miRNA156"" \miRNA396" \miRNAS94™ miRNA159*
miRNA393" miRNA160™ . miRNA482™ miRNAS3 1™ miRNA 166" .miRNA396'
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