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Abstract;

the global carbon and nitrogen cycles in freshwater ecosystems. It has intimate relationships with NC10 bacteria,

YANG Qingxiang®*. (1. College of Life Sciences, Henun Normal University, Xinziang Henan

Denitrifying anaerobic methane oxidation (DAMO) as a novel pathway of anaerobic methane connects

DAMO archaea and anaerobic ammonium oxidation bacteria. The discovery of DAMO and its relating functional
microbes were introduced in this paper,and the research progress of DAMO functional microbes in various {reshwater
ecosystems was reviewed. Then, the application and development of polymerase chain reaction (PCR), fluorescent in
situ hybridization (FISH) and high-throughput sequencing technology in the detection of DAMO functional microbes
were analyzed and summarized. Finally,the prospects of further research of DAMO in freshwater environments were
discussed.
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Table 1 Serial information of different FISH probe

FISH #4t £ —4k FRER BB
EUB338mi I :5’-GCTGCCTCCCGTAGGAGT-3?
(1T DEREAL 1D P2 0 i :5’-GCAGCCACCCGTAGGTGT-3’ [35]
- Il :5’-GCTGCCACCCGTAGGTGT-3’
SD-ARCH-0915-a-A-20 EWEE 5’-GTGCTCCCCCGCCAATTCCT-3’ £36]
S % -DBACT-0193-a-A-18 NC10 498 5-CGCTCGCCCCCTTTGGTC-3? (5]
S % -NC10-1162-a-A-18 NCL0 418 57-GCCTTCCTCCAGCTTGACGCTG-3" [37]
S- % -Amx-0820-a-A-22 RESELE 5’-AAAACCCCTCTACTTAGTGCCC-3’ [38]
S % -DARCH-0872-a-A-18 ANME-2 &3 5’-GGCTCCACCCGTTGTAGT-3’ 5]
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