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Structure and Function of a Novel Cytoskeletal Component Septin Filaments

LIU YuNan & OU GuangShuo
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Cytoskeleton consists of microtubules, microfilaments and intermediate filaments and regulates multiple cellular
events such as cell division and motility. Septin filaments have been considered as a novel type of cytoskeleton
component as septin monomers are GTP-binding proteins that assemble into hetero-oligomeric complexes and
filaments. Septin filaments widely distribute in eukaryotic cells and form highly ordered structures such as bundles,
rings and cages. Septin filaments interact with other cytoskeletal components and cell membrane and play essential
roles in cytokinesis, cell migration, neural development, immune response and other physiological processes.
Emerging evidence indicates that the abnormality of septin filaments is associated with various human diseases
including cancers. Here, we summarize the recent progress in understanding septin structure, organization and
function and discuss its relationship with diseases.
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