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Fig. 1 Degradation of alga by enriched bacterial flora

from deep-sea sediments
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Fig.2  Phylogenetic analysis of enriched bacterial flora from deep-sea sediments based on 16S rRNA sequences
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Screening, identification and diversity analysis of Gracilaria
lemaneiformis-degrading flora from deep-sea sediments
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Abstract: A bacteria flora that could directly degrade several algas including Gracilaria lemaneiformis, laver and
kelp was isolated from deep-sea sediments of the west Pacific Ocean using Gracilaria lemaneiformis as solo nutrition
for enrichment. 16S rRNA sequencing and 16S rRNA-RFLP analysis were carried out to investigate the bacterial di-
versity of Gracilaria lemaneiformis-degrading flora. The results showed that flora was mainly comprised of Vibrio (8
strains) , Flammeovirga(7 strains) and Shewanella(5 strains). After the separation of original flora, 4 strains in-
cluding 2 Flammeovirga and 2 Shewanella strains were found to possess the ability of Gracilaria lemaneiformis deg-
radation. Thus, both uncultured and cultured analysis performed in our study suggested that Flammeovirga and Sh-

ewanella were the key strains responsible for algal degradation. Furthermore, comparison of Gracilaria lemaneifor-
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mis-degrading activity between original flora and isolated key strains showed that the Vibrio may help to improve the
activity of flora despite of the lack of alga-degrading ability. Therefore, the present novel Gracilaria lemaneiformis-
degrading flora and strains may be widely applied in production of oligosaccharide from Gracilaria lemaneiformis in
the future.

Key words : marine biology ; deep-sea; Gracilaria lemaneiformis; degradation; flora; diversity ; Flammeovirga ; She-

wanella
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