@ p,’;] gj@{ﬂfg‘{ 2019, Vol. 33, No. 8 1

o E AT SRE TR L
CHINA MEAT RESEARCH CENTER MEAT RESEARCH %ﬁﬂ}ﬁﬁ;‘f‘:

— A - ‘ —
¥ BRI AEADESE 1 P
ET MR E A R4l e EEEZE
A [n] F A o S
SHR SN AR B4
EL, FHE, BHEE, kOB, DEg', & B, W 5, 4R, FEHY
(LAZE RN KSR 0, NS BIe XSt 5 5B E S g =, RN ERE TR E S sLn =,

WS d FIE X LR § A CRERRIFC G, W FERERF 0100185
2N SRR, NS FEAIEEE 010018 3N RN KA PP FIZARE, N5 FEAGSF  010018)

i % EASEARRE RN E LR, AR AR SRR &AL, AN EEALULIA R B R f B A
FANA o I AR IC T R A 5 E B BOR AN B A OB R SRR, XT 11 20 PRI X8 o PR A X8 i) AL AT 2 1 o 4 s A
SERMT, JEXTEEEAT G b SRR XYHE PRI i P 3R E 1875 MR A BT S16 855 S IkE, H
GiE 98 N ZEFR A s NS SR A ¥ b 22 57 B U HEAT BRI AR IR (gene ontology, GO) 7r AT 45 R &
s AT, REES SELHEEA RSN IETRE- A . —RRIEAFRE, EHRAshEEE
TERAN, 0 TIhReh EEAAAMIEIHBEEYE. BBt mEALS & . WL IRER R H RS & ahis
2y, BT ERARIENE . R IREN TR RS & MR YESE D8 WS A b U 2 R B I GOAL g E AR T A R
WoR, AT, KR ARSI, AR e R T AN NBMA T R AR SHRA
T RRILE A E R TEaMRIRE, XS A e i EA 2w E TR .

KBEE: OO WSERA; ZREA; GOEES T

Proteomic Study of Differential Proteins in Different Muscles from White Feathered Broilers Based on

Sequential Window Acquisition of All Theoretical Fragment-lon Spectra
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Abstract: Protein is a major food component and its changes lead to changes in meat quality. Muscles from different
carcass parts vary in terms of physicochemical properties and protein composition. In this study, protein identification and
quantitative analysis of white feathered broilers breast and thigh muscles were carried out by data independent acquisition
(DIA) and sequential window acquisition of all theoretical fragment-ion spectra (SWATH) techniques, and bioinformatics
analysis was performed as well. The results showed that a total of 875 proteins and 16 855 peptide fragments were detected
in thigh and breast meat. Out of these, 98 differentially expressed proteins were screened. Gene ontology (GO) enrichment
analysis evidenced that the 71 up-regulated proteins found in chicken were involved in biological processes (BP) such as
fatty acid beta-oxidation using acylcoenzyme A (CoA) dehydrogenase, the tricarboxylic acid cycle and lipid homeostasis;
in terms of cell components, they were mainly concentrated in mitochondria; their molecular functions (MF) included
participating in reductase activity, fatty acyl CoA binding, nicotinamide adenine dinucleotide (NAD) binding, movement,

electron carrier activity, flavin adenine dinucleotide binding and catalytic activity. The 27 up-regulated proteins in chicken
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breast were the most abundant in the process of skeletal muscle contraction and cardiac muscle contraction; they were

enriched in the extracellular exosome, and none of the proteins was enriched in MF. The highly expressed proteins in chicken thigh

meat were enriched in movement-related functions, while those in chicken breast meat were enriched in muscular contraction.
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Fig. 1  Electrophoresis of total proteins
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