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[Abstract] Objective: To analyze the difference in plasma protein mass spectrum between diabetic (DM)
patients and diabetic patients complicated with pulmonary tuberculosis ( DM-PTB), screen potential protein
biomarkers of DM-PTB, and to provide basis for further pathogenesis exploration. Methods: A retrospective study
was conducted in 16 DM and 16 DM-PTB patients from Infectious Disease Hospital of Heilongjiang Province
between January 1, 2017and January 1, 2018. The plasma protein mass spectra between the two groups were
analyzed by isobaric tags for relative and absolute quantitation (iTRAQ) proteomics technology. The differential
proteins were screened according to the following criteria: fold of protein expression change in DM-PTB compared to
DM>1.2 or <0.83, and P<C0.05. The differential proteins were analyzed by bioinformatics, such as Gene
Ontology (GO) analysis, Kyoto Encyclopedia of Genes and Genomes (KEGG) pathway analysis, and so on.
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Results: A total of 275 differentially expressed proteins were selected out, among which 111 were up-regulated and
164 were down-regulated in DM-PTB. GO analysis showed that the biological process with the largest number of
differentially expressed proteins was cellular process (92. 00% , 253/275), located in organelle (87.27%, 240/275)
and the molecular function was binding (90. 55%, 249/275). KEGG pathway analysis showed that the differentially
expressed proteins were enriched into 26 pathways (false discovery rate <C0. 05) and focal adhesion was the pathway
with the largest number of enrichment (22 proteins). Moreover, changes were also found in PI3K-Akt signaling
pathway, cholesterol metabolism, platelet activation, phagosome, complement and coagulation pathways, et al. ,
which related to glucose and lipid metabolism and immunity. Conclusion: In this study, differentially expressed
proteins of DM-PTB patients were screened by iTRAQ quantitative proteomics, and they were involved in signaling
pathways related to cellular activity, glucose and lipid metabolism, and immune regulation, suggesting that the

changes of pathways mentioned above may be closely related to the pathogenesis of DM-PTB.
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