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A review on factors affecting-algal growth and toxin
production based on molecular biology

ZHOU Yanping ZHANG Xufeng JIA Peili DAI Ruihua™

( Department of Environmental Science & Engineering Fudan University, Shanghai, 200433, China)

Abstract: Harmful algal blooms ( HABs) induced by eutrophication have become a global
environmental problem recently.»With the development of PCR and high-throughput technology, its
application in algae genomics and transcriptomics has been promoted. It enriches the algae gene
information and provides new method to further study the mechanisms of algal blooms and toxin
production. On_the perspective of molecular biology, the mechanism of HABs and algal toxins
production have become a worldwide hotspot. The environmental factors, such as the physical,
chemical and others, are reviewed to find its effects on algae growth and toxin production based on
molecular biology. The research progress based on molecular biology is also summarized. This review
could be helpful to investigating the mechanisms of algal blooms and toxin production from the
perspective of molecular biology. It is significant to clarify their relationship from the perspective of
gene expression.
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1 PEBEEZEMNEBEXRERKNFTSZ WS F LY F U R (Physical factors effects on the algae growth
and toxin production based on molecular biology)

1.1 Ot
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2 WEEEINREREKM=SEME S TEYFF R (Effects of chemical factors on the algae growth
and toxin production based on molecular biology )
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Fig.2 Metabolic pathways potentially involved in the regulation of microcystin biosynthesis

3 EHMiSEyxRERERKMFEZMHN D FEYFH R (Effects of other contaminants on the growth
and toxin production based on molecular biology)
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4 ZRE5RZE (Results and outlook)
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