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[Abstract] Objective Analyze the prevalence of non-tuberculous mycobacteria (NTM) in Shaoxing and
provide a scientific basis for NTM diagnosis and treatment. Methods In the Shaoxing area, 972 strains of
mycobacteria were isolated in 2017, and the preliminary strain identification of Mycobacterium tuberculosis complex
and NTM was carried out by using the colloidal gold method of Mycobacterium tuberculosis antigen detection. 106
strains were NTM, accounting for mycobacterial culture-positive strains 10.91% (106/972), for the initial
identification of NTM strains using DNA microarray method for NTM strain identification. Results  One hundred
and six strains of NTM were identified by DNA microarray method. There were 14 species of bacteria. The top
3 strains were 55 strains of Mycobacteria intracellulare (51. 89%), 19 strains of Mycobacterium avium (17. 92%) and
13 strains of Mycobacterium kansasii (12. 26%). The remaining ones were: 4 strains of Mycobacteria chelonae-abscessus
(3.77%) » 3 strains of Mycobacterium scrofulaceum (2.83%), 3 strains of Mycobacterium gordonae (2.83%), and
2 strains of Mycobacterium terrae (1.89%), the other 7 strains (6.60%). Conclusion In 2017, the clinical
isolation rate of NTM in Shaoxing accounted for 10. 91% of the positive strains of mycobacterial culture, and there
were many NTM species. Mycobacterium intracellulare, Mycobacterium avium and Mycobacterium kansasit were the
main epidemic strains of NTM in Shaoxing.
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