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Abstract:

bandry.aquaculture and human disease treatment, The antibiotics resistance genes ( ARGs) would be induced because

Sulfonamides were synthetic broad spectrum antibiotics which were extensively used in animal hus-

of long term residue of sulfonamide. As a2 new type of environmental pollutants, ARGs was more harmful than antibi-
otics because of its persistence, replication, transmission and spread in the environment. Accordingly, the production
and propagation of ARGs were reviewed. The “germination, accumulation, mutation” evolution model of ARGs was
proposed. The significance of relative research was proposed for China.
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Table 1

Species and distribution of sulfonamide resistant bacteria in the environment
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